


　　

  

The 9th wwPDB Advisory Committee meeting
The wwPDB (worldwide Protein Data Bank), of which the PDBj is one of the members, organizes the 
annual advisory Committee (wwPDBAC) meeting. This year, we, PDBj, were a host, and the 9th meeting 
was held on October 12, 2012. The participants were Prof. Soichi Wakatsuki as a chair (KEK, Photon 
Factory), Prof. Haruki Nakamura (PDBj, Osaka Univ.), Prof. Helen M. Berman, Dr. Martha Quesada 
(RCSB-PDB, Rutgers Univ.), Dr. Gerard Kleywegt (PDBe, EBI), Prof. John L. Markley (BMRB, Univ. 
Wisconsin-Madison), Prof. Stephen Burley (UCSF), Prof. Michael Rossmann (Purdue Univ.), Prof. Guy 
Montelione (Rutgers Univ.), Prof. Wayne Hendrickson (Columbia Univ.), Prof. Cynthia Wolberger (Johns 
Hopkins Univ.), Prof. Helen Saibil (Birkbeck College London), Prof. Titia Sixma (Netherlands Cancer Inst.), 
Prof. Genji Kurisu (IPR, Osaka Univ.), Prof. Keiichi Namba (Osaka Univ.), Prof. Masatsune Kainosho 
(Nagoya Univ.), Prof. Edward Baker (Auckland Univ.) as a representative of IUCr, and Dr. R. Andrew Byrd 
(Center for Cancer Research, NCI) as a representative of ICMRBS. In addition, Prof. Jianping Ding 
(Shanghai Institutes for Biological Sciences, Chinese Academy of Sciences, China) attended the meeting as 
the associated member. Prof. Atsushi Nakagawa (IPR, Osaka Univ.) also participated the meeting as an 
observer from the PDBj (Fig. 1). 
 At the beginning of the meeting, the all wwPDB members gave a plaque to Prof. Stephen Burley, 
appreciating for his long and great efforts as a chair of the wwPDBAC. Then, the progress of Common 
Deposition and Annotation (D & A) program was introduced by Dr. Martha Quesda, and the beta-version 
was shown by a movie, how to deposit the data and to process it by the annotators in the web-based D & A 
system. Next, as previously agreed by the wwPDBAC members, the conventional PDB format will be 
updated based on the PDBx format. An actual format will be fixed at the beginning of the next year. PDBj 
has developed a new tool to validate the data description for the new format, and the PDB/RDF format, 
which is now distributed as a standard one from the wwPDB. In the last year, the report made by Validation 
Task Forces (VTFs) for X-ray crystallography in order to keep the data qualities was introduced. This year, 
the report for EM was published in Structure, and those for NMR and small-angle X-ray and Neutron 
scattering observations (SAXS/SANS) are now in progress. 
 The wwPDB Charter was agreed ten years ago, in 2003, and so a new Charter should be prepared and 
agreed in 2013. In addition, the wwPDB organization will also be reformed following an updated Terms of 
Reference for the wwPDB Advisory Committee, where the memberships and chairman ships should be 
clearly described.  
 The current funding for the RCSB-PDB will be ended at the end of 2013, and that for the PDBj will be 
ended at the end of March, 2014. It is also noticed that the BMRB funding situation is not very established. 
More fund raising efforts were discussed. 
 In summary, continuous efforts of the wwPDB members for the Common D & A program and 
establishment of the new PDBx format were appreciated. 
 

Fig. 1: Participants of the 9th wwPDBAC meeting at the Institute for Protein Research, Osaka University, on October 12, 2012. 
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wwPDB Foundation Outreach Seminar.  
Protein Data Bank: Basis for Life Science and Drug Development 
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The statistics data is also available at the wwPDB web page ( http://wwpdb.org/stats.html ).
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Fig.2: wwPDB Foundation Outreach Seminar   
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The wwPDB Foundation was founded in February 2010 by the wwPDB members. Last year, on October 
28-30, 2011, PDB40 symposium was held at Cold Spring Harbor Laboratory, commemorating the 40th 
anniversary of the PDB by the wwPDB foundation. The purpose of this foundation is to promote the 
public interest in PDB and structural biology. This year, just after the 9th wwPDBAC meeting in Osaka 
University, an Outreach Seminar "Protein Data Bank: Basis for Life Science and Drug Development" 
was held at Hearton Hall, Umeda (Osaka city center), on October 13 (Saturday) 2012. 

At the seminar, three lectures were made: "wwPDB and its Impacts to Science and Society" by Prof. 
Haruki Nakamura (Institute for Protein Research, Osaka University), "Impact of the Protein Data Bank 
on Drug Discovery" by Prof. Stephen K. Burley (University of California at San Diego), and "Molecular 
Nanomachines in Living Organisms - Exquisite Structural Design far beyond State-of-the-Art 
Nanotechnology" by Prof. Keiichi Namba (Graduate School of Frontier Biosciences, Osaka University). 
Total 52 audiences including two high-school students listened the lectures enthusiastically and asked 
many questions to the lecturers (Fig.2). The slides used in the lectures are available from the web site 
(http://pdbj.org/pdbj_prev_workshop.html), and the part of the lectures can be seen on the YouTube. 
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