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This PDB release includes 21 new atomic coordinate entries (see Table 5), bringing the number of coordinate entries to 554,
The total size of DATAPRTP is now 115 megabytes. Program NUPARM, a package for determining nncleic acid structural
parameters by M. Bansal and D. Bhattacharyya, Bangalore, is newly available on PDBPGMTP.

We are pleased to announce that John Skora joined the PDB staff in July. In his capacity as Computer Analyst, John will be
developing software to improve our data input and checking procedures. During this summer, we are also fortunate to have
the assistance of two undergraduate students, Joe Christian and Mike Libeson.

Please use the order form on the last two pages of this Newsletter for all Brookhaven orders. Note that the prices for
DATAPRTP in certain magnetic tape formats have increased. These price increasesreflect the growthin the size of the database,
which in certain cases has made it necessary to use additional tape cartridges or reels.

For ready reference, a complete list of PDB Brookhaven staff with telephone numbers and BITNET electronic mail addresses
is given at the bottom of this page. It is possible to place a standing order for each quarterly DATAPRTP release; anyone
interested in placing such a standing order should contact Frances Bernstein.

Ten affiliated centers now offer DATAPRTP for distribution, These centers, listed immediately below, are members of the
Protein Data Bank Service Association (PDBSA). Centers designated with an asterisk distribute DATAPRTP on magnetic
media; those without an asterisk are on-line DATAPRTP distributors.

CAN/SND, Canadian Scientific Numeric Data Base Service , Ottawa

contact  Roger Gough telephone  613-993-3294 e-mail CANSND@NRCYMO1
CAOS/CAMM, Dutch National Facility for Computer-Assisted Chemistry, Nijmegen
contact  Jan Noordik telephone  0031-80-613386 e-maill NOORDIK@CAOS.CAOS.KUN.NL

CINECA, NE Italy Interuniversity Computing Center, Caselecchio di Reno BO)

contact  Salvatore Rago telephone  0039-51-598411 e-mail ARGO@ICINECA

EMBL, European Molecular Biology Laboratory, Heidelberg, FRG

contact  Peter Rice telephone  (0049-6221-387-247 e-mail RICE@EMBL

*JAICI, Japan Association for International Chemical Information, Tokyo

contact  Hideaki Chihara telephone  0081-3-816-3389

NCSA, National Center for Supercomputing Applications, University of INinois at Urbana-Champaign
contact  Joseph Golab telephone  217-244-2756 e-mail JGOLAB@NCSA.UIUC.EDU
*QOsaka University, Institute for Protein Research, Osaka, Japan

contact  Yukiteru Katsube  telephone (081-6-877-5111 ext 3912

Pittsburgh Supercomputing Center

contact  Hugh Nicholas telephone  412-268-4960 e-mail NICHOLAS@CPWPSCA
Prophet, BBN Systems and Technologies Corp., Cambridge MA
contact  Wayne Rindone telephone  617-873-2669 e-mail PROPHET-HELP@BBN.COM

SEQNET , Daresbury Laboratory, Warrington, UK
contact  User Interface Group telephone  0044-925-603351 e-mail UIG@DARESBURY.AC.UK

PDB Brookhaven Staff

Mail Protein Data Bank

Chemistry Department

Brookhaven National Laboratory

Upton, NY 11973 USA
Name BITNET Phone
Inquiries PDB@BNLCHM 516-282-4382
EE. Abola ABOLA@BNLCHM 516-282-4383
F.C. Bemstein BERNSTEIN@BNLCHM 516-282-4382
J.A. Callaway CALLAWAY@BNLCHM - 516-282-4383
P.A. Esposito 516-282-4382
A. Forman FORMAN@BNLCHM 516-282-4378
T.F. Koetzle KOETZLE@BNLCHM 516-282-4384
J.G. Skora SKORA@BNLCHM 516-282-4379
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TABLE 1. PROTEIR DATA BANE, INFORMATION AVAILADLE ON MAGNETIC TAYE R2GPDSF APO-GLYCERALDERYDE-3-P-DERYDROGENASE H.ROSSHANH 12/7% sy
R2MBBSF HEMCGLOBIN (HURSE, AQUO MET AND €O} LADNER, BEIDNER, PERUTE  6/80 S7
15+JUL=1930 RIFDHSF HEMOGLORIN {AUHMAN, PFETAL, DIOXY} J.FRIER 6780 sF
RHUMDEHO2 HEMOGLOBIN {HUMAN, DEGXY) M.PERUTK, G.FERMT 5/75 SF
COOE ITEH LAMERY1 BEMOGLOBIN (LAMPREY) HENDRICKXSON, LOVE, KARLE 5/73 S5F
RIDROE APD-M4-LACTATE DEAYDROSEMASE (DOGFISH) M .ROSSHANN 8/75 sSP
RIDROT LACTATE DEEYDROGEHASE/HAD/FYRUVATE H.ROSSMANN 8/75 sF
DATAFRTP ALL CURRENT COORDINATE ENTRIES (TABLE 5}, CGMFUTER RSLDESF LACTATE DEHYDROGEMASE/S-LAC/NAD {PIG) U.GRAD, H.ROSSHANN 1/81 SF
PROGRAMS (TABLE 3, PART A), ALL CURRENT BYBLIOGRAPHIC RI1LZBSF L¥SOzYME (REN EGG-WHITE, MONOCLINIC) C.BLANE,D.RICE 6/81 SF
ENTRIES {TABLE 7 — HO QOCRGINATES IN BIB EWTRIES) R2LEHST LYSOZYME {HEN ECC-WHAITE, ORTHORHOMBIC} C.BLAKE,D.RICE 6781 SF
YEARSTP NEW OR REVISED COORDINATE ENTRIES FOR 198BS RMETHMYSF1 MYOGLOUBIN {SPERM WHALE, MET) T .TAKARQ &/ 78 SF
PARTSOTP MEW OR REVISED COORDINATE ENTRIES FOR 1990 (TO DATE) RDEMYST1 MYOGLOBIN (SPERM WHALE, DEOXY} T.TARANO 6/76 SF
PDEPGMTP CCMPUTER PROGRAAMS AND MISCELLANEOUS FILES RATHASE TRANSFER RMA (YBAST, PEE} A .JACK, J.LADNER, A KLUG €/B0 SF
(TABLE 3, PARTS A AND B)
NONSTITP STRUSIURE FACTOR HOLDIHGS (TARLE 4 - PART 1) PART 2 = AVAILABLE ON NONST2TP, HONST2TL
HONSTATF STAUCTURE FACTOR HOLDINGS {TABLE 4 — PART 2} ————
HOHSTITP STAUCTURE FACTOR AOLDINGS [TABLE 4 — BART 3} R1CCRSF CYTOCHEROME C {RICE) H,QCAI, N.TANAKA 3/83 sF
HORSTATF STAUCTURE FACTOR HOLDINGS ({TABLE 4 = PART 4} A351CSF CYTOCHRCME G551 (CXIDIZED) T TAKAND, R.DICKERSCON 9/81 aF
HONSTSTP STAUCTURE FACTOR HOLDINGS ([TABLE 4 - PART 5} R451CSF  CYIOCHROME C551 [REDUCED) T.TAKRNO, R. DICKERSON 9/81 st
HONSTETP STAUCTURE FACTOR EOLDINGS (TABLE 4 — PART 6) RIARASE  DEA(A,D-IQDO-CCOC) SPACE GROUP P 43 21 2 B.CORNER, R. DICKERSON 6/82 ST
HONSTITF STRUCTURE FACTOR BOLDINGS (TABLE 4 - PART 7} RIANAR2 DHA {A, D=-1C00-CCSG} SPACE GROUP P 21 B.CONNER, R.DICKERSOH 6/82 5T
HONSTSTP STAUCTURE FACTOR HCLDINGS (TABLE 4 — PART B8} RZBNASF  DNA (B, CGCGAATTCCCES, SYNTHETIC, 16 K} H.DAEN, R.DICKERSON 11741 spr
BINDERTP PARAMETERS FOR BENT-WIRE MODELS RIABHASE DNA {B, 3-BR-CGCGAATTCGOG, 20 DEG €} KOPKA,FRATINI,DICKERSCN2/82 ST
BLDKITTF MOGEL BUILDER'S KIT {PLEASE CONSULT BROOKHAVEN FOR DETAILS) RABRAST DNA (B, 9-BR-CCCGANTTCRCG, 7 DES C) KOPKA, FRATINI,DICKERSCH2/82 ST
COHECTTP COHNECTIVITY SPECIFICATIONS FOR ALL ATOMS R3BHASF DHA (B, CGCGAATTCGCE, SYNTAETIC) /CISPLATIN WING, FSURA, DREM,DCKASK E/83 sSP
DGPLOTTP DIAGORAL PLOTS (LINE PRIHTER) R1GAASE GLUTAMINASE-ASPARNGINASE (ACTNETOBACTER) H.AMMON 12/82 sr
DIADRLTP CCMPLETE TORSION ANGLES R1GASSF GLUTAMINASE-ASPARAGINASE (PSEUDCHMORAS 7A}H.AMMOH 12/82 sr
DSTNCET? CONNECTIVITY SPECIFICATICNS WITH PISTANCES R1AMOSP HEMERYTHRIN (MET} STENNAMP, STEXER, JENSEN 2/83 SF
FISIPLT? PHI/PSI PLOTS {LINE PRINTER} R1BMZISF BEMERYTHRIW (A3IDG, MET) STEHRM4F, SIEKER, JENSEN 2/83 SF
PHIPSITP LISTS OF PEI/PSI/OMEGA VALUES R2INSSF INSULIN (BOVINE, 2-ZIHC)DES=-FPEE Bl C.REYHOLDS, &.DODSSH 5/82 SP
RILE1ST LEGHFHOGLOBIN {ACETATE MET} VAENSHTEIN, RARUTYUNYANR 4/82 SF
- NEW OR REPLACEMENWT ENTRY SINCE APR-1950 NEMSLETTER R2LBLIST LEGHEMOGLOUB IN {ACETATE MET} VAINSHTEIN, BARUTYUNYAR 4/82 SF
RILH2SF LEGHEMOGLOBIN {ACOD MET) VAINSBIEIN, BRRUTYUNYAN 4/82 SP
TABLE 2. PROTEIN DATA BANK, INTORMATION AVAILABLE ON MICROFICHE R2LH2SF LEGHEMOGLOBIN (AQUO MET) VAINSHTEIN, ERRUTYUNYAN 4/82 SP
RILHISF  LEGHEMOGLORIN [CYANO MET) VAINSETEIN, HARUTYUNYAN 4/82 SP
15~JUL=19390 R2LA3SF LEGHEHMOGLOE IN (CYANO MET) VAINSETEIN, HARUTYUNYAN 4/82 SF
RILE4SF  LEGHEMOGLCBIN (DEOXY) VAINSETEIR, HARUTYUNYAN 4/82 SF
CCOE ITEM R2LB4SF LEGHEMOGLGB IR (DECXY) VAINSATEIN, BARUTYUNYAN 4/82 SF
RILESSF LECHEMOGLGBIN (FLUORO MET) VAINSHTEIN, EARUTYUNMYAN 4/82 SF
R2LESSF LEGREMOGLOBIN (FLUGRO MET) VAINSHTEIN, EARDTYUNYAN 4/82 ST
DATAPREI ALL CURRENT COORDINATE ENTRIES (TABLE 5}, COMFOTER R1LHEST LEGHEMOGLOBIN (NICOTINATE MET) VAINSHTEIW, EARGTYURYAN 4792 ST
PROGRAMS (TABLE 3, PART A}, ALL CURRENT BIBLIOGRAPHIC R2LHESE LEGAEMOGLOBTH (NICOTINATE MET) VAIHSHTEIN, FARUTYUNYAN 4/82 SF
ENTRIES [TABLE 7 — NO COCRDIHATES IN BIB ENTRIES) RILH?SFR LEGHEMOGLOBIN (FERRO) /NETROSOBENZENE VAINSETEIN, HARUTYUNYAN 2/83 SF
YEARSIFI HIW OR REVISED COCRBINATE ENTRIES FOR 19839 R2LA?SF LEGHEMOCLOBIN [FERRO)Y /NI TROSOBRENSENE VATIHSETEIN, BARUTYUNYAN 4782 ST
PARTS0FI MEW OR REVISED COCRDINATE ENTRIES FOR 1950 {TO DATE) RILYMSF LYSOZYME{EEN EGG~WEITE, MONOCLINIC) HOGLE, RAO, SINDPARALINGAMT/B2 SF
CORRIOFE *LIST CF CORRECTIONS HO. 30 ([APR/1990 - JULF1990) RIMLTSF HELITTIH TERAWILLIGER, EISENBERS 38/81 sp
HONSTIFI STRUCTURE FACTOR ROLDIRGS (TABLE 4 — PART 1) R1OVOST OVOMGCOID FRAGMENT {JAPANISE QUAIL) E.PARAMOXOS, R .RUBER 1/82 &F
RONSTZFTI STRUCTURE FACTOR EULDINGS {TABLE 4 — PART 2y RIPP25F PROPHOSFHOLIPASE A2 (BOVINE) DIJKSTRA, BOL, DRENTH 9/B1 SF
BONSI3FI  STRUCTURE PACTCR EOLDINGS (TABLE 4 ~ PART 3) RIFYPSF INQORGANIC PYROPHOSPEATASE E.BARUTYUNYAN ET AL. 2/83 sFr
NCHSTAFI STRUCTURE FACTOR HOLDINGS {TADLE 4 - PART 4) RIRNISE RIBCHUCLEASE A BORRAKOTI, MOSS, FRIMER  6/92 5F
HCHSTSFI STRUCTURE FACTOR EOLDINGS (TABLE 4 = FART 53 RITLHSF THERMOLYS IN {NATIVE) B ,MATTHEWS, M. HOLMES 2/82 5F
HOHSTEFI STROUCTURE FACTOR HOLDIHGS (TABLE 4 - PART 6} R2PTHSF TRYPSIN (ORTHORHCMBIC, 2,44 ([NB4) 2584) J.WALTER, R. HUBER 10781 sF
HONSTIFI STRUCTURE FACTOR ROLDINGS (TABLE 4 - PART 7} R1ITPOSE TRYPSIN (ORTHORBCHMBIC) BOOE, HALTER, EUBER 9/82 5T
HONSTSFI STAUCTURE FACTOR HOLDINGS (TABLE 4 — PART B} RIPTHSF TRYPSIH (ZRIGUNAL, 2.4M (NE{) 2504) J.WALTER, R, HUBLR 10/81 st
BENDERFI PARAMETERS FOR BENT-~WIRE MODELS R3IPTBAF TRYPSIH{RENZAMIDINE INEIBITED} BODE, SCEWASER, WALTER 9/892 SF
BLOXITFI MCDEL BUILDER'S KIT {PLEASE CONSULT BROOKHAVEN FOR DETAILS) RITPPSF TRYPSIN/P=AMIDINO-FRENYL-PYRUVATE WALTER, BODE, HUBER 9/82 sF
COHNECTFI COHNECTEIVITY SPECIFICATIONS FOR ALL ATOMS R4PTISF TRYPSIN INBIBITOR (BGVINE, PANCREAS) R.ZUBEIR, J.DEISENHQFER 5/B82 SF
DSFLOTFI  DTAGONAL FLOTS [LIME PRINTER} RZPTICST TRYPSIN/TRYESIN INAIBITOR COMPLEX R.HUBER,J.DEISEHHOFER 9/B2 §F
DIBERLFI CO{PLETE TORSION ANGLES RITEAST ‘TRYPS TN (AHHYDRQ) /TRYPSIN INEIBITOR HUBER, BOUE, DEISENHCFER #/82 3F
DSTHCEFI CONHECTIVITY SPECIFICATIONS WETH DISTRNCES R2TGASE ‘TRYPS INOGEN (2 .4H MGSO4} J.HALTER, R. BUBER 10/81 sF
FISIPLFI PRI/PSI PLOTS {LINE PRINTER) RITGCSF  TRYPSIROGEM (.5 CH3IOH, .5 HOH) J.WALTER, R. RUBER 10/8)1 SP
PHIPSIFI LISTS OF PRI/P5SI/OMEGA VALUES RIZGTSF TRYPSINCGEM (173 K, .7 CH108, ,3 EOB) J.WALTER, R.HUBER 10/81 SF
R2TGTSF TRYPSENCGEN {103 K, .7 CH3IOH, .3 HOH) J.WALTER, R.BURER 10/8% SF
- NEW CR REPLACEMENT EMTRY SINCE APR-1990 NEMSLETTER R2TGPSF TRYPSINOGEN/TRYPSIN INHIBITOR A.BUBER ET AL. 9/82 SF
R3ITRIST TRYPSTHOGEN/TRYPSIN INHIBITQR/ILE-VAL R.BUBER ET AL. 9/82 ST
TABLE 3. PROTEIN DATA BANK, COMPUTER PROGRAMS AND MISCELLANIOUS FILES R2TPISF TRYPSIHOGEN/PTI/ILE-VAL (MERCURATED) J.NALTER, R, RUBLR lo/81 SP
R1TGSSKE TRYPSTHOGEN/PSTI R.HUBER LT AL. 9/82 57
15-JUL-19390
PART 3 — AVAILABLE ON NOUNSTITP, MWONSTIFI
NAME PURPOSE AUTEOR({S) REV DATE/
SUPPCRTIZD RICATSF  CATALASE (BEEF LIVER} H.ROSMANN 11/81 SF
PART A — AVAILARLE O8N DATAPRTP, DATAPRFE, FPDBPGMTP RACHASE ALPHA-CEYMOTRYPSIN {BOVINE} H.TSUKADA,D.BLON 11/84 SF
——— R2GCASF GAMMA-CAYMOTRYPSIN COHEN,DAVIES, SILVERTON 7/84 SFP
BENDER PARRMETERS TOR BHEWT-WIRE MODELS G.HILLIAMS 4/82 YES R2CZCSF CYXTQCERCHE C2 (OXIDIZED) HEATIA, FINLEL, KRAUT 11/83 sF
BLOKIT MODEL BUILDERS KIT E.ABOLA 2/84 YES R3IC2CSE CYTOCERCME C2 {REDUCED) BEATIA, FINZEL, KRAUT 11/83 SF
BRUKTE MAXE VAX/VMS FILES FRCH PDS TAPE H.DOSSEARD 8/85 XNo R2ANASF  DHA (A, GGGGCCCC, SYNTAETIC) MCCALL, BROWN, KENNARD 8/B5 SF
CONECT GENERATE FULL CONNECTIVITY F.BERNSTEIN /89 YES REBRASY DNA, {B, CGCGAATTCGCG, SYNTEETIC) /NETRCESTN M. KOPKA, R .DICKERSON 8/84 SF
CONTCT IHTERMCLECULAR CONTACTS L.ANDREWS 5/83 HO RIDEASF DHA (B, CGCGRATTCGCC, AN1SQ TEMP FASTORS) HOLBRCOK, DICKERSON, KIM 1785 SF
DGPIOT DIAGONAL PLOTS ON PRINTER E,SHANSON, T .BERHSTEIN 1/83 YES RIFXLSF TLAVODOXIH (D . VOLGAR IS, UNREF INED) WATENEAUCH, STEXR, JENSH10/84 sr
DIHDRL COMPLETE TORSICH ANGLES E.ABOLA 3/80 YES Rlapisy GLUTATAIONE PERCXIDASE [BOVINE} O.EPP,R.LADENSTEIN 6/85 SF
DRCTRY DIRECTORY OF PDB DISTAIBUTION TAPE E,.ABOLA T/8E YES R2BEBSE HEMOGLODIN (HUMAN, DEOXY) G.FERMI, M,.PERUTE 3/84 sr
DSTHCE CALC DISTANCES FROM COWECT AECORDS ¥ .BERNSTEIR 8/82 YES R18HOST AEMOGLOBIN (HUMAN, TXY) B,SHAMAN 3/84 sr
FISIFL PRI/PSY PLOTE ON PRINTER T.BERNSTEIN 5773 Y3 RIMCPST TGN TAB (KAPPR)MCPCEDS G.COHEN LT AL. T/84 ST
LM CCLOR-CODED ALPHA-CARBON MODELS R.MATELA, R.FLETTERICK 3/e2 No RIMCPSF IGA FAB (RAPPAIMCPCE03 /P ADSPEOCHOLINE PADLAN, COHEN, DAVIES 0/84 SF
HAMOC BALL-ARD-STICK MODEL DISPLAY ¥.BEPPD 4/83 KO RIPFCST 1GG PFC FRAGMENT S.BRYANT ET AL. 4/85 SF
PAIPSI MAIN-CEARIN TORSION ANGLES ARDREWS,WILLIAMS, BERNSTEIN 2/79 YES RILITSF LYSDIYME (HEN EGG-WRITE,TRICLINIC) HDSDH, BRKY, SIEKR, JENSK 4/85 SF
REFMTE REFORMAT DATA FCR SUPERTASB, SOPERR L.RELLICK, J.DUANE 12/83 wo RIMBCSFE MYOGLOBIN (3PERM WHALE,OXY} S.PHILLIPS 3/84 SF
STEREQ EXTRACT X,¥,Z FROM STEREQ DIAGRAMS M.ROSSHANN 6/739 Ho R2OVOSE CVOMUCOID THIRD DOMAIH(SILVER PEEASANT} W,.DODE, O.EPP 6/85 sF
TAEDIR PRINT DIRECTORY &F ‘IAPE COHWTENTS A.BERNSTEIN,F.BEANSTREIN 11/79 YES RIPPDSF PAPAIN D J.JANSONIDS 10/94 sF
‘THEOD MEASURE COORDINATES WITH TREODOLITE L.LEBIODA 1/82 HO RIRE23F PROTEINASE II{RAT MAST CELL) S.REMINGTON, B .MATTHENS 9/94 ST
TORSRU CCMPLETE TORSION ANGLES & .AEEKE 10499 WO RSPTISFX PTI(X-RAY) A.WLODAMER, R.EUBER 1lo/84 SP
TOTALS VALIDATION OF MASTEZR RECORD L .ANDREWS, ¥ .BERNSTEIN 3/a2 YEs RSPTISFN PTI1(NIUTROM) A .WLODAMER, R. HUBER 10/84 sF
RSASASFX RIBONUCLEASE A{X-AAY) A HLODAWER €/85 5T
PART B — AVRAILABLE OH PDBPGMTE RSRSASFN¥ RIBCMUCLEASE A({HEUTRON) A.WNLODAMER 6/85 SF
resnee RSRXHMSF RUBREDOXIN (C, PASTEURIANUM) WATENMEAUGE, SIEKR, JENSH10/84 SP
ALB SEOONDARY STRUCT. CALZ,,PREDICTION A.FINKELSTEIN,O.PTITSYK 10/85 HO R2VIBIF VIAUS COMT PROTEIN{SBMV, Twl) M.ROSSMARN 4/85 SF
CRYS'IM. DATA BASE-PROTEIN CRYSTALLIZATION G.GILLILAND 12/84 NO R4SBVSF VIRUS COAT PROTEIN {SOUTHERN RAEAN MOSAICM.ROSSMANN 4/85 SF
NUCLEIC ACID DATA BASE + PROGRAMS H.BERMAN ET AL. 9/88 RO
‘HEMEEL!D DNA BELIX ANALYSIS R.DICKERSON ET AL. /90 No PART 4§ — AVAILABLE OH MONSTATP, WONSTATI
WOPARM ANUCLEIC ACED PARAMETER DETERMIHATH M.BANSAL,D.BRATTACHARYYA 5/3¢ ¥NoO —————
TABLES DEISPLAY SPACE-GROOP SYMMETRY IH 3D C.ABAD-IAPATERC,T.O'DGHNELLL2/BT NO R2ZAPASF RHIEOPUSPEPSIN (ACID PROTEINASE) K.SUGUNA, O.DAVIES 3/87 sF
RINGASF AGGLUTINEH (WHEANT GERM, ISOLECTIN 2) CL.WRIGHT 8/86 SF
- HELW OR REPLACEMENT ENTRY SINCE APR-1990C NEWSLETTER RZAIASF AZURIH {ALCALIGENES DENITRIFICANS} L.BAKER,G.NORRIS 10/86 BF
RIICESF CALCIUM-BINDING PROTEIN {INTESTIMAL} D.SZERENYI, K.MOFFRT 9/86 SF
SUPPORTED PROGRAMS ARE THOSE FOR WHICH STAFF OF THE PROTEIN DATA BANK WILL R2CCYSF CYTQCHRCME C(PRIME} B.FINZEL ET AL. 8/85 SF
PROVIDE CORRECTIONS FQR DEMOWSTRATLD ERRORS. R2CYPEF CYTOCHRCME € PEROXIDASE (YEAST} TINIEL, FOULOS , XRAUT 9/85 SF
REBBHASF DPRA {CGCGAATTCLCT, SYNTRETC) /BOECEST 33259P .PJURA,R.DICKERTON 8/86 sr
TABLE 4, PROTEIN DATA BANK, STRUCTURE FACTOR EOLDINGS R1DH4SF DRA{~BR~CG~-BR-CG-BR—CG, 5YNTHTC, 18 DEG C)D.MORAS ET AL. 12/86 SF
RIDNSSF DNA {-BA-CG-BR-CG-BR~-CG, SYNTATE, 37 DEC C)D.MORAS ET AL. 12/86 sSP
15-JU1~1990 RIRSMSF L¥S T7-DNP-L¥S 41 RIBONUCLEASE A B.FIHZEL ET AL. e/85 SF
RICTFST L7/112 505 RIBOSOHAL PROTEIN {C-TERMINAL)M.LEIJONMARCK,A.LILJAS 9786 SF
IDENT DATES AZMERSF  MYCREMERYTHARIN SHERIFT, EENDRICKSON 487 SP
COCE MOLECULE PEPOSITOR CODE R1RNISF RIBCGHUCLEASE TL/GUANYLIC ASID COMPLEX N.SAENGER ET AL. T/B? SF
REPTISF ‘TRYPSIH IHHIBITOR(FORM 11I,BOVIHE) A HLODAHER 5/87 3F
PART 1 -~ AVAILABLE ON NONSTIT?, HONSTIFI RIVELsF POLYOMA VIRUS CAPSID RAYMENT, BAKER, CASPAR 3/83 SF
RIACTSF  ACTINIDIN £.BAKER /77 SF PART 5 - AVAILAELE ON NONSTSTP, NONSTSFI
CHYMOF ALPBA-CEHYMOTRYPSIN {TOSYL) D.BLOW 4/73 sF —
RCARPO4 CALCIUM-BINDIHG PRRVALHRSIN R.KRETSINGER 2/74 sF RIMEVSE MENGOD VIRUS M .ROSSMANN 2/aT sy
RCARPOS CALCIUM-BINDING PRRVALBUMIN R.KRETSINGER 2/74 SF
R2B5CSF  CYTOCHROME BS F.5 ,MATHENS 12777 sF PART 6 — AVAILABLE OH NGNSTETP, NONSTEFT
RICYTSF CYTOCERCME C {ALBACORE, OXIDIZED) T.TAKANO, R.DICKERSCH J/80 SF —_—
RACYTSE CYTOCHROME C {ALBACORE, REDUCED) T.TAKANO, R.DICKERSCH 1/80 SF RIAPRSF ACID PROUTEINASE/PEPTIDE INHIBITCR COMPLXK,SUGUNA, D.DAVIES €/87 SF
RCYCSS01 CYTOCHROME C550 R.TIMKOVICE 4776 s¥ RODRASF  DNA (A, COCCGGGC, SYNTHRETIC) U. BEINEMANK /BB sF
R1INASE  DHA(L(PRIME},CGCG, RIGE-SALT, SYNTHETIC) H.DREW,R.DICKERSON 1/81 SF RLIDNHSF DNA {CGCGANTYCGCG) ~-AOECAST 33258 COMPLEX AJHANG ET AL, 2/BB SF
RA1BHASF DHA [B, CGCGRATTCGCG, SYRTHETIC, 290 K) H.DREW, R.DICKERSON ¥/81 st RICKBSE DHA (CCAAGATTGG} G.PRIVE,R.PICKERSOH 3/88 SF
AGEG04 GLYCERALDEAYDE-3-P. 8/75 SF RIDIGSF  DHA [CGCGCGTTITOGCGLS) R.DICKERSQH ET AL, 4/88 SF

E (LOBSTR) . RC
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R3ANASE  DNA{A,GGGATCCC, SYNTHETIC) U.HEINEMANN, H.LAUBLE /88 SF
R3ESTSF  ELASTASE (PORCINE) E.MEYER ET AL. 9/37 SF
RAIINSSF  INSULIN (FORCINE, XRAY+NEUTRON} A.HLODANER, H.BAVAGE  10/48 SF
RAIPFKSF  PAQSPEOFRUCTOXINASE (E. COLI}-FEP-ADP/MG Y.SHIRAKIBARA,P.EVANS 1/88 SF
RZFFASF PEOSPHOFRUCTOKIHASE (E. COLI} W.RYFNIENSKI, P.EVANS 1/88 sSFP
RIPFKSF  PEOSPHOFRUCTOKIRASE({S. ST.} P.EVARS, B HUDSCH 1/88 SF
RAPENSF PEOSPHOFRUCTOKIRASE (3. 5T.} P.EVANS,P .BUDSCH 1/BB SF
RSPFEST  PROSPHOFRUCTONIRASE (8. &T.} T-STATE EVANS, FARRARTS, LANRENCE1/88 SF
RIPAZST  PSEUDOCAZURIN [ALCALIGENES FAECALIS} PETRATOS, DAUTER, WILSON 6/88 SF
RIASAST  RIBOWUGLEASE A{PEZCSPEATE-FREE) A.WLODAMER, G.GILLILAND 6/88 &F
R4REVSFA REINOVIAGS 14 (HUMAN) E.ARNOLD,M.ROSSHANN  B/87 ST
R4REVSFB REINOVIRUS 14 (HUMAN)SMM KAU{CN)2 DERIV E,ARNCLD,M.ROSSMANN  B/87 SF
R4REVSFC RAINOVIAUS 14 (HUMAN)1MM KAD(CN}2 DERIV E.ARNOLD,M.ROSSMANH  8/87 ST
PART 7 — RAVAILABLE ON NOHSTTTP, NONSTIFI
RSCYISF  GYIOCHROME C(ALBACORE,REDUCED} 7. TAKANO 1788 SF
RIBDISP  DHA{COAGROCTGE) D.BETHEHANN 2769 3F
RIDHISF  DHA{CGCATATATGCC) €, YOON, R.DICHERSON 489 sF
R4GPDSF  APO-GLYCEAALDESYDE-3-2-OEHYDRGRSE (LBSTR) GRIFFITH, SOHG, ROSSHMANN 1788 5T
RICOHSF  HEMOGLOBIN [ALPEA-FERROUS, BETA-CCBALTOUS)B.LUISI 1789 8F
RIEFMSF  BYEEL-10 TAB/LYSOEYME CQMPLEX E.PADLAN, D, DAVIES 8788 SF
R2FBJSF  *1GA FAB {RAPPA} J539 BHAT, FADLAN, DAVIES 8/B9 8F
RILDBSF  APC-L-LDR{BACILLUS STEAROTHERMOPRILUS) K.PIONTEK,M.HOSSHMANH  3/€9 8F
R2LDBSF  L-LOE/WAD/FRUCTCIE-1, 6-BISPECSPENTE K.PIONTEN, M, RCSSHANH  3/85 ST
RILLESF  LACTATE DEAYDROGEHASE {L.CASEI) BUEERER, BECHT, BENSEL 11/88 SF
A2LOXSF  LACTATE DERYDROGENASE {MODSE TESTES) M. ROSSMANN 11/87 SF
AILITSF  LYSOLYME(TRICLIRIC) RAMANAOHAH, SIEKER, JHSN 9/85 SF
R2ZLE2SF  LYSOBYME (TURKZY) M.PARSONS, 9.FRILLIPS 10/88 SP
R4MDASF  HALKTE DEBYDRCGENAST {FORCINE) J.BIRKTCFT, L. BANASZAK 4/89 SF
RIPHESF HYOGLOBIN (PIG) A.MILKINSOW ET AL. 11/9% SF
RMBNST  MYOGT,OBTN [SPERM NHALE,MET} T.TAKARC 1/88 SF
RSMBHSF  MYOGLUBIN (SPERM WHALT,DEONY} T TARANO 1788 sf
REFRCST  PEOTOSYNTHETIC REACTION CENTER J.DEISENHOFER ET BL.  2/BB SF
RZRNTSF  RIBONUCLEASE T1/GUANYI—2’,5°-GUANOSINE U.HEINEMANN ET AL. 7488 SF
R2RSPSF  RCOS SARGCHA VIRUS PROTEAST A.NLODANER ET AL. 10/983 3F
RIRDGSF  RUBREDOXIN (DESULFOVIBRIO GIGAS) FREY, STEKER, PAYAN 3/88 SF
RITICSF  THERMITASE/EGLIN-C COMPLEX P.GAOS.P,DIJKSTAA, W.AOL5/89 SF
R2TAASE  TRANSFER RNA(YEAST,ASP,FORM A} WESTHOF, DUMAS,MORAS 11787 sF
RATAASF  ‘TRANSFER RHA(YEAST ASP,FGRM B} WESTHOF, DUMAS,MORAS  11/87 SF
PART 8 — AVAILAHLE ON NONSTETP, NONSTBFI
RIBEVSF ADEAN FOD MOTTLE VIRUS I, JOHNSON 10/89 s¥
* NEW OR REPLACEMENT EINTRY SINGE APR-1950 NENSLETTER
CODES
SF  STRUCTURE FACTORS
SRBLE 5. PROTEIR DATA BANK, ATOMIC COORDENATE AOLDINGS
15-Jy1~1990
IDENT DATE/
CODE MOLECULE PEPOSITCR (5} STAZUS
ANTIHYPERTENSIVE, ANTI-VIRAL
1BDS BDS-T(SEA ANEMONZ) (MR MIN AVRGD STROCT)CLORE,DRISCOLL, GRONEHBORN 11/88
2BDS BO5-1[SEA AHEMONE} (NMR, 42 STRUCTURES) CLORE,DRISCULL, GRONENBORN 11/28
CALCIUM BINDING PROTEIN
3CLN CALMODULIN (RAT} ¥ .BABU, C. BUGG, W.COOX 5/88 R
1ALC ALPHA-LACTALBUMIN (sABOON} ACHARYA, ETUMRT, PHILLIFS B8/99
COAGULATIONINHIBITOR
S58IR HIRUDIE (NMR,MIN AVERASED STRUCTURE) CLURE, GRONENBORN ET AL, 1/90
2HIR BIRUDIN (NMR,32 SRUCTURES) CLORE, GRONENBORN ET AL.  12/88
EAIA AIRUDIN [NMR,X47E,MIN AVERAGED STRUCTURZ}CLOAE,GRONENEGRN ET AL. 1790
GHIR HIRUDIN [RHR,X4TE,32 STRUCTURES) CIORE, GRONENKBORN ET AL. 12788
CONTRACTILE 5¥STEM PROTEIN
1PV CALCIUM-BINGING PARVALBUMIN SET 6A R.XRETS INGER 8/74
2CPV  CALCIUM-BINDING PARVALBUMEN SET 65 R+ KRETS INGER 8/74
ICPV  CALCIDM-BINDING PARVALBIMIN SET 61 L. KRETSINGER 8/T4
3ICB CALCIUM-BINDING PROTEIN (INTESTINAL) D.SIEBENYI, K. HOFFAT 3/26
2THA  ALPHA TROPOMYOS IN G.PHILLIPS JR.,C.COEEN 3/81 A
4'fNC TROPONIN C{CEICKEN} M. SUNDARALINGAHM 9/87
STNC TROPONIN C{TURKEY) O.EERZIBERG, M. JAMES 5/88 R
CRYSTALLIN
1GCR  GAHHMA-IY CRYSTALLIN [CALF) T .BLUNDELY, 8/85
26CH *GAOMA IV A CRYSTALLIN {BOVINE LENS} B.DRIESSEN I AL, 5/89
CYTOKINE
1I1B  INTERLEUXIN 1B (EUMAN) FINEL, NATENPAUGH, ETNEPARR12/69
2I1B INTERLEUKIN 1B {RUMAN} FRIESTLE, SCAAER,GRUETTER  1/90
AI1D  THTERLEUKIN 1B (HUMAN) VEERAPANDIAN, POULCS ET AL. 3/90
DNA BINDING
3GAP CATABQLITE GENE ACTIVATOR PROTEIN/CAMP T.WEBER,T.STEITS a/87
1CRG CRO REPRESSGR PROTETIN B.MNTTHENS ET AL. 6/87 R
2CRQ CRO{PEACE 434} §.EARRISON ET AL. 12/08
1R69 R1-63 K-TERMIHUS OF 434 REPRESSOR S.HARRISON ET AL. 12/88
20R1 *R1-69 [FHAGE 434) fOR] COMPLEX AGGARMAL, AHDERSCH , BARRISON 5/8%
2CH5 GENEwS DNA BINDING PROTEIN G .BRAYER, A.MCPHERSON 1/86
1LR? LAMBDA REPRESSOR (BACTERIOPAAGE LAMBDA) C.PARO,M.LEWIS 12/87 A
1LAD LAMBDA REFRESSOR/DHA S, JORDAN, C. PABD 10/88
INAP TRP REPAESSOR [TRIGONAL} P.SIGLER ET AL. 12784
2WRP TRP REPRESSOR [ORTEORSOCMBIC) P.SIGLER ET AL. 12787
IWRP APO-TRP REPRESSCR ?.SIGLER ET AL. 12/87
ELECTRON TRANSFER (¢ roteln)
2AZA AZURIN {ALCALIGENES DERITRIFICANS) E.DAKER, G .HORRIS 10/86
1AZU  AZURIN(PSEUDOMONAS AERUGINOSA) E.ADMAN,L.SIENER,L.JENSEN 8/490
1CBP CUCUMBER BASIC PROUTEIN J.M.GUSS 9/98 A
1PCY PLASTCCYANIN (POPLAR,CUZ+} J.GUSS, 3, FREEMAN 8/ag
2PCY PLASTCCYANIN (POPLAR, APO} GARRETT, GUSS, FRILMAN 11/83
3rCY PLASTOCYANEN [BGZ+ SUBSTITUTED} CEURCH, GUSS, POTTER, FREZMANL2/B5
4PCY PLASTOCYANIN (CROSS~LINKED,CU+1,PR 7.8} J.M.GUSS 9/86
5PCY PLASTOCYANIN{CU+1,FH 7.0} J.H.GUSS 5/86
EPCY PLASTOCYANIN (CU+1,BH 3.8) J.4.GUS3 o/86
7PCY *CU-I! PLASTCCYANIN COLLYER, GUSS, FREEMAN 9/89
1PAZ PSEUDCAZURIN [ALCALIGENES FAECALIS} PETRATCS, DAUTER, NILSGH £/88
2PAZ _PSEUDOAZURIN {ALCALIGENES FAECALIS} E.ADMAN, K. PETRATOS 9/88
FL] ON TRANSFER (cytochrome)
2B5C CYTOCERCME B5 (OXIDIZED) ¥ .8 .MATEEWS 12/77
1568 CYTOCERCME B562 {E.COLI, OXIDIZED} BETEGE, CEERNINSKI, MATHEWS 8/79
3CYT CYTOCHRGME C(ALBACORE,OXIDISED) T.TAXANO, R, DICKERSON 140
SCYT CYTOCHROME C[ALEACORE,REDUCED) T.TAKANO 1/88 R
1C¥C CYTOGHRUME C(BONITO,AEART} M. KAKUDO 8776
1CCR  CYTOGHROME € [RICE) H.OCHI, N, TAHAXA 3/83
2CCY CYTOCHROME C(PRIME) B.PINIEL ET AL. 9785
202C CYTOCHROME C2 {OXIDIZED) G.BAATIA, B.FINZEL, J.KRAUT 1:/83
3C2C CYTCCHARCME C2 {REDUCED} G.BHATIA, B.FINIEL, J.XRAUT 11/83
1CY3 CYTOCHRGME C3 R.HASER,M.FREY, F. PAYAN 6/85
2CDV  CYTOCHRCME C3 (DESULFOVIBRIO VULGARIS}  N.YASUOKA,M.XAKUOG 11/83
¥CC5 CYTOCHAGME CS (OXIDISED, AZOTOBACTER VWLD)C,D,STOUT,D.CARTER B/84
I55C CYTOCHRCME £550 R.TTHKOVICH B/76
35]C CYTORHRGME C551 (OXIDIZED) MATSUURM, TAKANOD, DICKERSCN  7/81
451¢ CYTOCHRQME £551 [REDUCEDY MATSUURA, TAMANO, DICKERSCH /8

Page 3
ELECTRON TRANSFER (ITavoprotzin)
3FXN  PLAVODCXIM (CLOSTRIDIUM MP,0XIDIZED) E.LUOWIG 12/77
4TXH  FLAVODOXIN (CLOSTRIDIUM M¥,SEMIQUINONL) M.LUDWIG 12/77
1FX1 FLAVODOXIR (D.VULGARIS, UKREFINED) WATENPAUGH, SIEKER, JENSEN 10784

SPER protein

4ED1  FERREDOXIN {AZOTOBACTER VINELAKDII) C.D.5700T 6/88 R
1FD2 FEIRREDOXIN MUTANT (C20A} €.D,3TOFT 12788
1FXE FERREDOXIN {B.TRERMOPROTEOLYTICDS) FUKUYAMA, TSUKIHARA, KATSUBE 6/80
1FDX FERREDOXIN{PEPTOCOCCUS AEROGENES) E.AMAN, L.STEXER, L.JERSEN 8/76
3FXC  FERREDOXIN (5% YRULINA PLATINSIS) ‘TSUKIAARA, KATSUBE, KAKUDG 12/81
1HIP HIGH PQTENTIAL IRON PROTEIN J.KRAUT 4/15
4RXN RUBREDOXIN {C.PASTLURIANUM,UNCONSTR REF) WATENPAUGE, SIEXTR,JENSLN 10/84
SRXN  RUBREDOXIH (C.PASTEURIANUM, NRG+XTAL REF} K. MATENPAUGH 10784
1ADG RUBREDOXIN (CESULFOVIBRIC GIGAS) M.FREY, L.SIEKER,F.PAYAN  3/88
3RXN RUBREPOXIN (DESULFOVIBRIO VULGARIS) E.ADMAN, L,SIENER, L.JENSER 9780
ELONGATION FACTOR
1EFE  ELONGATION FACTOR TG{TAYPSIN-HODIFIED) F.JURNAK 5787 A
1ET0 ELCHGATION FACTCR TO(DOMATH I)/GDP CMPLXZ.LA COUR ET AL. 1/88
EXCITATION ENERGY TRANSFER
3BCL BACTERIOCELOROPEYLL A PROTEIN TRONRUD, SCEMID, MATTEENS 6/87
GLYCOSIDASE INHIBITOR
lHOE ALPAA-AMYLASE INHIBITOR HOE-467A PFLUGRATH, WIEGAND, HUBER 1/89
2AIT TENDAMISTAT(NMR, 9 STRUCTURES} X.WURTHRICE ET AL. 5788
HORMONE
1PPT AVIAN PANCREATIC POLYPEPTIDE T.BLUNDELL 1/81
1X¥]l PEAMINC-OXYTOCIN [HET FORM) ‘T.BLUNCELL ET AL. 5/87
1X¥2 DERMINO-OXYTOCIN (DRY FORM) T.BLUKCELL ET AL. 5787
16CH  GLUCAGON T.BLUNDELL 10777
2INS INSULIM (BOVINE, 2-3INC} DES-PEE Pl C.REYNOLDS, G, DODSON 5/82
3IHS  INSULIN (PORCINE, XRAY+NEUTRON) A.NLODNHER, H. SAVACE 10/%8
AIHS INSULIN (PORCINE, 2-ZINC) ©.bODSOR ET AL. /89 R
HISTOCOMPATIBILITY ANTIGEN
1HLA HISTOCOMPATIBILITY ANTIGEN AZ {RUMAN) D.WILEY ET AL. 10787 A
2HLA HLA-AMWGE GARRETT, SAPER, WILLY 10/88
JHLA HLA-A2 D.WILEY ET AL. 10/89
IMMUNOGLOBULIN
IHCG  IMMUNOGTOBULIN B-F THTACT MCG SCHIFFER, EDHUNDSON ET AL. 5/78 A
1RSI  IMMUNOGLOBULIN B=J FRAGMENT (V-DIMER)REI O.EFP,R.HUBER /76
ZREE IMMUNOGLOBULIR B-J FRAGMENT (V-MNMER)REE FUREY, NANG, YOO, SAX 6/83
2FBJ *IGA FAB (KAPPA)J533 ‘T.BHAT, E.PADLAN,D.DAVIES &/83 R
IMCP IGA FAR (RAPPR)HMCPCEQ3 SNTOW, COBEN, PADLAN, GAVIES  1/84
2HCP  IGA FAB {XAPPA)MCPC603 /P BOSPHOCHOLINE E.PADLAN, G.COHEN, O BAVIES 10/84
2FB4  IGG1 FAB (LAMEDA} KOL HM.MARQUART, R.BUBER 4/8% R
3FAB  IMMUNOGLOBULIN rutnmm HEW R.POLJAK 3/81
AFAB *IMMUNCGLOEULIN 4-4-20 FAB/YLOORESCEIN A.EDHUNDSCH ET AL. 4789
1F19 FAR F19.9% [HOUSE} R.POLJAX ET AL. 11/88
1FC1 IMHUNOGLOBULIN FC{HOMAN) J.DETSENECFER 5/81
irez 1 LIN FC-F) T B COMPLEX J,BEISENEOFER 5781
1PFC IGG PFC FRAGHERT L.5.AMZEIL 10/81
2162 IGG1([LAMBDA) KOL H.MARGUART, R. HUBLR 4/89 R
COMPLEX (lmmoglobulln-anfigen)
2HFL HYALL-5 FAB/LYSOSYME COMPLEX § .SHERIFF,D,DAVIES 8/87
3JBFH  HYHEL-10 FAD/LYSOZYME CCMPLEX E.PADLAN, D.DAVIES 8/80
LECTIN
2CNA  CCMCARAVALIN A G.REEXE, J.BECKER, G.EDELMAR 4/75
JCHA  CONCAMAVALIN A X, 5776
ICH1 CONCANAVALIN A{DEMETALLIZED) H.SBEOHAM 12/81
3WGA  AGGLUTININ [NHEAT GERM, ISOLECTIN 2} C.NRIGET 3/86
2LTN *PEN LECTIN SUDBATH, PHILLIES, EINSPARR 6790
LYMPHOKXINE
1THF TUMCR NECROSIS FACTOR M.ICK,5.SPRANG g/89
MEMBRANE GLYCOPROTEIN
1EMG HAEMAGGLUTININ { INFLUENZA VIRDS} D.WILEY 6/86
NUCLEIC ACTD ASSOCIATED PROTEIN
10BQ UBIQOITIN {RUMAN} VIJAY-KUMAR, BOGG, COOX 1/87
ONCOGENE PROTEIN
2721 C-H-RAS P21 PROTEIN (CATALYTIC DCMAIN)  5,-H.KI¥ /89 A
3p21 C=-H-RAS P21 PROTEIN MUTANT{G12V} 5.-H.XIY4 1/90 &
OXYGEN STORAGE
IMBA HET MYOGLOBIN {APLYSIA LIMACINAY PR 7.0 M.BOLOGMESI ET AL. 2/89
2MBA  HET MYOGLOBIN {A.LIMACTHA}/AZIDE PH 7.0 M.EOLOGNESI ET AL. 2/89
3MBA HET HMYOGLOBIN (A.LIMACIHA}/FLUORIGE PHT.O0M.BOLOGNESI ET AL. 2/89
4HEA MET MYDGLOBIN {A.LIMACINA} /IMIDAZOLE H.BOLOGHESL ET AL, 2/89
1PHR  MYOGLOBIN {PIG) A.MILKINSON ET AL. 11/89
1MBS MYOGLOBIN {SEAL, HET} B, S00ULOGDT 31715
IMBD HYOGLOBIN {SPLRM WAALE, DEOXY) 5,PAILLIFS esa1
1MBN MYQGLOBIN {SPERM WHALE, MET) H.WATSON 4773
4MBN MYDCLOBIN (SPERM WEALE,MET) T TAKANO 1/88 &
SMEH MYOGLOBIN {SPERM WHALE,DEOXY} T TAKARO 1/88 R
IHBO MYCGLOBINM (SPERM WHALE,OXY) S.PHILLIPS 8/21
IMBS MYOGLOBIN (SPERM WAALE,CO, NEOTRON) ERNSON, NORVELL, SCECEHBORN 11/82
1MBC HYOGLOBIN [SPERM WHALE, CARBONMONXY,260 K)J.KURIYAN,G,PETSKG 3/88
OXYGEN TRANSPORT
1HAP HIMERYTHRIN B W.BENDRICKSOM /76 A
1HR3 HEMERYZHRIN (ASIDO,MET, STPHONOSOMA) SHLTH, HENDRICKSOR,ADDISCH 5/83 A
1AMQ HEMERYTBRIN (HET) STENKAMP, SIEXER,, JENSEN 2/83
1i3  HEMERYTHRIN {AZIDG, MET) STEKKAMP, SIEKER, JENSEN 2/83
1EDS HEMOGLOBIM (DEER, SICKLE CELL) E AMMA, R.GIRLING 18/79
1ECA ERYTARGCRUOCRIN (AQUO,MET) M. STEIGEMANN, E. WESER a/19
1EC0  ERYTHROCRUGRIN (REDUCED, DEQXY} W, STELGEMANN, E. HEHER 319
1ECH ZRYTHARCGAUORIN {CYANOD, HET) W.STEIGEMANK, E.WEBER 79
1ECO  ERYTRAROCRUORIN {CARBONHONOXY) W.STEIGEMANN, E. WEBER 3/79
2DBS  HEMOGLOBIM (AORSE, DEOXY) M.PERUTZ, G.FERMI 11/73
2MEB AEMOGLOBIN (HORSE, AQUO MET} RL.LADNER, HEIDNER, PERUTZ 2777
1ECO HEMOGLOBIN { RUMAN, CARBONMONGXY} J.BALDWIN 8/79
28CO  HEMCGLOBIN {RUMAN, CARBONHONCXKY,HRG REFND)J.BALDNIN 8/79
2HHH HEMOGLOBIN {EUMAN, DEGXY) .TERMI, M.PERUTZ 3/eq
3BAS  REMOGLOBIN {EUMAN, DEOXY, SYMMETRY AVAGD) G.TERMI,M.PERUTZ a/sa
4RAS HFMOGLOBIH {EUMAM, DECXY, UNRESTRATRED} G.FLERMI, H.PERUTZ /84
1HBQ HEMOGLOBIH (EUMAN, OXY) B.SEANIAN 6/83
1FDE  HEMOGLOBIH (HUMAN, FETAL, DEOXY} J.FRAIER B/7E
1EBS HEMOCLOBIN S{EUMAR, SICKLE CELL) E.PADLAN, N.LOVE [34:F]
1coR  AEMOGLOBIN {(ALPHA-TERROUS, BETA-COBALTOUS}B.LUIST 1/89
2LEB HEMOSLOBIN V(CYANO,MET, SEA LAMPREY} HOHEATKO, EENDRICKSON, LOVE  8/B5
1141 LEGEEMOGLOBIN {ACETATE MET) VAINZETEIN, BARUTYUHYAN 4782
2LA1 LEGHEMOGLOBIN {ACETATE MET) VATHSETEIN, EARUTYUNYAN 4782
1LH2 LEGHEMOGLOBIM {AQUQ MET} VAINSETEIN, EARUTYUNYAN 4/82
2182 LEGHEMOGLOBIN {AQUO MET} VAIHSETEIN, EARUTYUNYAN 4/82
iLA3 LEGHEMOGLORIN {CYAND MET} VAINSHTEIN, EARUTYUNYAN 4/82
2183 LEGREMOGLOBIN {CYANO MET} VAINSETEIN, BARUTYUNYAN 4782
1184 LEGHEMOGLOBIN {DEQXY) VATHSHTEIN, BARUTYUNYAR 4/82
2104 LEGEEMOGLOBIN (DEOXY) VAINSHTEIN, HARUTYUNYAN 4/32
1185 LEGEEMOGLOBI¥N (FLUCRO ME?T} VAINSETEIN, BARUTYUNYAN 4/82
2LBS LIGHEMOGLOBIH {FLUORO MET} VAINSETEIN, BARUTYUNYAN 4/az
1156 LEGHEMOGLOBIN {(NICOTINATE MET} VAINSHTEIN, BARUTYUNYAN 4/82
2LH6 LIGHEMOGLGBIN (NICOTINATE MET) VAINSHTEIN, HARCTYUNYAN 4/82
1187 LEGHEMOGLOBIW [FERRO}/NETACSOBENZENE VAINSETEIN, BARDTYUNYAH 4/B2
2187 LEGHEMOGLUBIN (FERRO) /NITACSOBINIENE VAINSETEIN, BARUTYUNYRN 4/82
2HAR MYOELMERYTAREN S,SRERIFF, W.BENDRICKSOH a/87
FPEPTIDE ANTIBIOTIC
1AMZ ALAMETRICTH {TRICHODERMA VIRIDE) A.FOX,F.RICHARDS 12/87
PERIFLASMIC BINDING PROTEIN
1ABP IL-ARABINOSE-BINDING PROTEIR F.QUIOCHD, G.GILLILAND snn
1GBP GALACTOSE-BINDING PROTEIN E.MOMBRAY, G.PETSKO B/83 A
2GBP *D-GALADTOSE-BINDING PROTEYN (E.COLI) H.VYAS, K. VYAS, T .QUIOCHS 2/89
2LBP LEOCINE BINDING PROTEIN (E,COLI) F.QUICCHD LT AL. 4/89
2LIV LEU-TLE-VAL BINDING PROTEIN (E.COLT} J.5ACK, M.SAPER, F.QUIOCHD 4789
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FPHOTORECEFTOR
IPRY FPAOTOMCTIVE YELLOW PROTEIW D.MCREE, J,TAINER, E.GETZOrT /8%
PHOTOSYNTHEIIC REACTION
IPRC PHDTOSYNTEETIC REACTICH CEHTER J.DEISENECFER ET AL, 2/98
PLANT SEED PROTEIN
1CRN CRAMBIN W.HENDRICKSOM, M, TEETER 5/a1
PROTEINASE INHIBITOR
2€32 CHYMOTRYPSIN INHIBITOR 2 (BARLLY SEEDS} C.MCPEALEN,M.JAMES 9/88
SAP1 ALPHA 1-ANTITRYPSIW (MCOIFIED, TETRAGONAL)R,EUBER ET AL. lo/84
GAPI ALPHA 1-ANTITRYPSIN (MGDIFIED, EEXAGCHAL} R.EUBER ET AL, 10/84
10VDO OVOMUCOID TEIRD DOMAEN (JAPANESE QUAIL) E.PAPRMOKOS,R,RUBER 1/82
20V0 OVOMUCHID TEIRD DCMAIN (SILVER PREASANT) W.BODE,O.EPP 6/85
255 SUBTILISIN INHIBITOR{STREPTCMYCES} ¥.MITSOI ET AL. 4780
4PTI TRYPSIN INHIBITOR(BOVINE, PANCREAS} R.ADBER, J.DEISEHAOFER 9/82
SETI TAYPSIN INATBITOR (BOVINE, XRAY+NEUTRCH) A.WLODAMER, R.BUBER 10784
GPTI TRYPSIN INHIBITCH {FORM IIE, BOVIRE) A WLODANER 5/87
RIBOSOMAL PROTEIN
1cTF LI/L12 505 RIBOSOMAZ PROTEIM (C-TERMINAL)M,.LEIJUHMARCK,A.LILJAS 9/86
SIGNAL TRANSDUCING PROTEIN
2CHAY “CHE Y ({SALMONELLA TYPHIMURIUM} STCCK, MOTTCHEN, STCK, SCHUTT 5/50
STEROID BINDING
IUTG UTEROGLORIN (RABBIT} J.HORNOR ET AL. 3/89
2UTE  UTEROGLOB YN (RABBIT} R.BALLY, J.DELETTRE 5/89
SWEET TASTING PROTEIN
LMON MONWELLIN(SIRENDIPITY BERRY} 2.~H.XIM 5/89
LTAI THAUMATIN E(KETEMFE BERRY} 5.-B.KIH 5789
TOXIN
1ACKX ACTINOKANTEIN V.PLETNEV, A KUZIN 12/82
2ABX ALPBEA-BUNGAROTOXIN R.LOVE, R.STROUD 2796
1CTX ALPHA CGBRATOXIN W_SAENGER, M, HALKINSHAW 3/82
SEBX ERABUTOXIN A{SER SMAKE} P.CORFIELD, T.-J.LEE,B.LOW 12789
3EBX ERRBOTOXIN B{SEA SNAKE) B.LOW ET AL. 1/88
1MLT MELITTIN TERWILLIGER, EISENBERG 8/81
1NXB NEUROTOXIN B(LATICAUDA SEMIFASCIATA) D, TSERNOGLOU, G. PETSKO 8/80
15N3 SCORPION NEURCTGXIN (VARIANT 3} C.BUGE ET AL. 12/82
‘TRANSPORT (thyroxine, retinol)
2?!.‘503 PREALBGMIN {EUMAN, PLASHA) 8.0ATLEY, C.ELRKE 9n
VIR
1BMV *BERH POD MOTTLE VIRUS J.JOHRSOH 10/8%
2HEV MENGO VIRUS M .ROSSMANN a/89
2PLV POLIO VIRDS D.FILMAN, J.HOGLE 10/89
1R1A *RHINOVIROS 1A M.ROSSMANN ET AL. 12/88
4RAV RHINOVIROS 14 {AUMAM) E.ARNSLD, M. ROSSHANN 1788
2RR! REINCVIRUS/ANTIVIRAL AGENT 1R COMPLEX M,.ROSEMANH ET AL. to/as
2RSE REINGVIAUS/ANTIVIRAL AGENT 1S CCMPLEX  M.ROSSMANH ET AL. pi-T4: 1
2RM2 RAINOVIAUS/ANTIVIRAL ACENT 2 COMPLEX M.ROSSMANH ET AL. 10788
2R53 REINCVIRUS/ANTIVIRAL AGENT 35 COMPLEX  M,ROSSMANH £7 AL. 10788
2R04 REINCVIRUS/ANTIVIRAL ACENT 4 COMFLEX K.ROSSMANN ET AL. 1o/88
2R55 REINOVIRUS/ANTIVIRAL AGENT 55 COMPLEX  M,ROSSMANN ET AL. 10/88
2R06 RAINQVIRUS/ANTIVIRAL AGENT 6 COMFLEX M.ROSSMANN ET AL. 1o0/88
2R07 RHINOVIRUS/ANTIVIRAL AGENT 7 COMPLEX M,ROSSMANN ET AL, 10/88
1IR08 REINQVIRUS/ANTIVIRAL AGENT & COMPLEX  M.ROSSMANN ET AL. 10/88
1RMU RAINOVIRUS MOTANT {{1)C193Y) H.ROSEHMANN ET AL. 10/8E
2RMO RAIROVIRGS MOTANT {{1) ViEBL) H.nussmum ET AL. 10/88
28TV VIRUS (SATELLITE TODACCO NECROSIS) A.JORES, L . LILJAS 6/84
458V VIRUS COAT BAOTEIN (SOUTHERN BERN msarcm ROSSMANN 4785
2TBV  VIRUS (TCMATO BUSBY STUNT} S.HARRISQN s/84
2TV VIRDS (TOBACOS MOSAIC) G.STUBBS 3/88
HYDROLASE (acid Iose and gen
4APE ACID PROTEINASE (ENDOTHIA PARASITICA)  T.BLUNDELL §/46
2APF ACID PROTEIMASE (PERICILLIUMJANTHINELLUM)A.SIELECKI, M.JAMES 1/93
2APR ACID FROTEINMASE {REIZOPUS CEINENSIS) K.SUGUNA, D.DAVIES ase?
1CHS CHYMOSIN G.GILLILAKD ET AL. 10/83
2HVP HIV-1 PROTEASE HM.NAVIA, P .FITIGERALD £T AL.4/89
3AEV? HIV PROTEASE WLODAWER, JASKCLSKI, MILLER 8/89
4HVF HAIV-1 PROTEASE/N-AC-TT{NLE-PSI-NLE}QR A.WLODAMER ET AL. 11/8%
1PSG PELPIINOGEN (PORCINE} J.ARRTSGCK, 5. REMINGTON 10/88
2AS5P ROOUS SARCCMA VIRUS PROTEASE WLODAHER, MILLER, JASKCLSKI 10789
JPEF PEFSIN{PORCINE} C.ABAD-IAPATERD, J.ERICKSONED/09
4PEP PEPSIN(PORCINE} ANDAZEVA, SIELECKI, JAMES 12789
SPEP APEPSIH(PORCINE} T,BLUNDELL ET AL. &/90
COMPLEX (aeld protelnase-inhiblicr)
3APR ACID PROTEINASL/PEPTIDE INHIBITOR CCMPLXK.SUGUNA,D.DBAVIES 6/87
HYDROLASE (acting on acid anhydride)
LPYF INORGANIC PYRQPHOSPHATASE E.HARUTYUNYAN ET AL. 2/83
HYDROLASE (actlng ca C-N bands other {har peptide bonds)
1BLM BETA-LACTAMASE O.RERIBERG, J.HOULT 487
HYDROLASE (carboxylic etterase)
1872 PHOSPEOLIPASE A2 (BOVIHE} B.DIJKSTRA, J.CRERTH 4/81
3BP2 PHOSPEOLIPASE A2(BOVINE) TRAMSAMINATED B.DIJKSTRA, J.DRENTH 6/83
1pP2? PHOSPEOLIPASE A2 (PORCINE) B.DIJKSTRA ET AL. 6/83
3P2F PEOSPEOLIPASE A2 (PCRCINE) MUTART B.DIJKSTRA ET AL. 11/89
1PP2 PEQSPHOLIPASE A2 {CA-FREE, RATTLESHAKE) S§.BAUNIE, P.SIGLER 3/86
2BF2 PROPHOSPHOLEPASE A2 [BOVINE} B.DEIFKSTRA, W.HOL, J.DRENTH 6/B1
HYDROLASE (endotibonucienss)
IRNT RIBOMUCLEASE T1/GUANYLIC ACID COMPLEX  W.SAENGER ET AL, /87
2RNT RIBOHUCLEASE Ti/GUANYI~2',5°-SUANCSINE U.HEINEMANN E7 AL. T/8B
3RNT RIBOHUCLEASE T1/VANACATE COMPLEX W.SAENGER ET AL. 5/29
mmnoLAss(o-d,ch)

CELLOBICAYDROLASE 1(NMR MIN AVRGD STRUC}G.M,GLORE,A.CRONENBORN s/a9
2t:BB CELLOBICHYDROLASE 1(HMR,41 STRUCTURES} &.M.CLORE,A.GRONENBORN 5/89
2L3H LYSOZYME {BACTERIOPHAGE T4} L.WEAVER, B.HATTEEWS 8/86
3LEM  LYSORYME (T4} B.MATTAEWS ET AL. 5/89
1201 LYSOIYME (T4} MUTANT (T155A,T1571) B.MATTHEMS ET AL. 2/88
1102 LYSOSYME[T4d} MUTANT (T157A) B.MATTHENS ET AL. 2788
1L03 LYSOZYME(T4) HUTANT (T157C} D.MATTHEWS ET AlL. z/ag
iL04  LYSQEFYME(T4) MUTANT (T157D} B.MATTHENS ET AL. 2/88
1L05 LYSOXYME{T4) MUTANT{T157D) B,MATTHEWS ET AL. 2/88
ILD§ LYSOZYME{T4) MUTANT{T157E) B.MATTHEWS ET AL.- 2/88
1L07 LYSOZIYME(T4)} MUTANT{T157F) B.MATTEENS ET AL. 2/88
1108 LYSOIZYME(T4) MUTANT ({TI57G) B.MATTHENS ET AL. 2/88
1L09 LYBOIYME(T4) HMUTANT {TES7H) B.MATTHEWS ET AL. 2/88
1L10 LYSOIYME(T4) MUTANT(T157I} R.MATTHENS ET AL. 2/88
1Ll LYSO3YME(T4) MUTANT (T1STL} B.MATTHENS ET AL. 2788
1L12 LYSOIYME(T4} MUTANT (T15TH) B.MATTHEWS ET AL, 2/88
1L13 LYSOIYME(T4} MUTANT (T157R) B.MATTEEWS ET AL. 2/88
1114 LYSOIYME(T4)} MUTANT (T1575} B.MATTHEWS ET AL, 2/88
1115 LYSOZYME{T4} MUTANT(T157V} B.MATTHEMWS E? AL. 2/88
1116 LYSOZYME(T4d} MUTANT {G156D) B, MATTHEMS LT AL. 2/88
1L17 LYSOZYME{T4) MUTANT (I3V) B.MATTHENS ET AL. 5/a39
1L1P LYSOZYME(T4d) MUTANT {13¥) B,MATTHEWS ET AL. 5/89
1L19% LYSOSYME(Td) MUTANT (S36D} B.HATTHENS ET AL. /89
1L20 LYSOZYME(T4) MUTANT{R144D) B.MATTHEWS ET AL, &/89
1121 LYSOZYME(Td) MUTANT (N55C) B.HATTEEWS ET AL. 5/89
1L22 DYSOZYME{T4) MUTANT{X124%) B.MATTEEWS ET AL, 5/E9
ELZ3 LYSOZYME{T&) MUTANT {GTTA} B.MATTHEHS ET AL. 5/89
1L24 LYSOZYME{T4) MUTANT (A82F) B.MATTHERS ET AL. 5/89
I1LZ5 LYSOZYME{T4} WUTANT {PS6A) B.MATTHENS ET AL. s/a9
1126 LYSOIYME{T4)} MUTANT (P8EC) B.MAITHENS ET AL. 5/89
1L27 LYSOZYME (T4} HUTANT {P36D) B.MATTHENS ET AL. 5/89
1128 LYSOZYME(TA} MUTANT {PS6G) B.MATTHEWS ET Al. s5/ag9
1L29 LYSOZYME({T4} MUTANT {P868) B.MATTHENS ET AL, 5/39
1L30 LYSOZYME({T4} MUTANT {PA6L} B.MATTHENS ET AL. 5/89
1131 LYSOZYME({T4} HUTANT (P86R) B.MATTHEMS ET AL. 5789
1132 LYSOIYHE({T4) HOTANT {P86S) B.MATTAEMS ET AlL. 5749
11331 LYSOZYME{T4} MUTANT {V131R} B.MATTHEMS ET AL. 5/89
1134 LYSOIYME{T4} MOTANT {RI6E) B.MATTHENS ET AL, 5/89
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1135 LYSOZYME (T4} MUTANT (C54T,C9ITA, I9C,L164C)B. HATTHENS IT AL, 10788
ILYD LYSOZYME(T4 EXPRESSED IN E.COLI) JROSE 1/89
1LYM LYSOZYME (HEN EGG-NRITE,MONOCLINIC}H #0GLE, RAO, SUNDARALINGAM  7/82
1LY LYSORYME{HEN EGG-WBITE,SET W2} R.DLAMOND,D,FRILLIES 2775
2LYZ LYSORYME(BEN EGG-WHITE, SET RSSD) R.DIAMOND,D.PHILLIPS 2/75
3LYZ LYSOZYME({HEN EGG-WHITE,SET RSGA} R.DIAMOND,D.PAILLIPS 2/75
4LYE LYSOZYME(EEN EGG-MHITE, SET RS9A} R.DIAMOND, 0 PHILLIPS 2/75
SLYS LYSOZYME(HEN EGG-WHITE,3ET RS1ZA) R.DIAMOND, D . PHILLIPS 2/75
6l¥% LYSOZYME(EEN EGG-WHITE,SET R$16) R.DIAMOND,D.PEILLIES 2/75
71YZ LYSOSYME(HEK EGG-MHITE, TRICLINIC) AJYOHATE 5717
BLYZ LYSOSYME{HENW EGG-NRITE, INACTIVATED)} 5.CATLEY 917
1LIE  LYSQLYME(HEN BGS-WRITE,MOWOCLINIC) ARTYHIUK, ELAKE, RICE, MILSON 6/81 A
2L3H LYSOLYME(AEN EGG-WEITE, CRTHGRHOMBIC) ARTYMIUK, BLAKE, RICE, HILSON 6/81 A
1LIT LYSOEYME(HEN EGG-WHITE,TRICLINIC} HERSDOH, BROWH , S IEXER, JENSN 4795
2LET DLYSOELYME [TRICLINIC} RAMANADEAM, SIEXER, JENSEH 9789
ALYM LYSQEYME [HEN EGG-WHITE,1 ATM) C.KUNDROT, F.RICBARDS 3/87
LYM LYSOLYME (HEW EGG-WHITE, 1000 ATH) C.KUNPROTY, P RICHARDS 5/87
1131 LYSOZYME {HUMAN) 2 .ARTYMIUK, C. BLARE 10/84
9L¥3  LYSOZYME{HEN, HAM=-HAG-NAM SUBSTRATE CGHLY)J.XELLY,H.JAMES 12773
1132 LYSGZYME{TURKEY EGLZ-WHITE} R.BOTT, R, SARMA 3/81 A
2182 Lxsoxmz('wmr) H.PARSONS, 5.PHILLIPS 10/88
2TAR KUSUROKI, MATSUURA, KARUDO  10/82
mnm(mu..n daze)
3CPA CARBOXYPEPTIDASE A/GLYCYLTYROSINE D.REES, M, LIPSCOMB 1/82
5CPA CARDOXYPEPTIDASE A/WATER [BAOVINE} D.REES, M. LIPSCOMB s/22
4CPA  CARBOXYPEPTIOASE A/POTATO INHIBITGR D.REES, N.L1PSCOMB /82
1CPR  CARBOXYPEPTIOASE B (BOVINE) H.SCEMID, J, EERRTOTT 6/76 A
HYDROLASE (metall )
3TLN TELRMOLYSEN (NATIVE} B MATTHENS, M, EOLMES 2/82
4TLH TEERMOLYSIM {1-LEU-NECH) B.MATTAIWS, H, EOLMES 2/82
STLN THERHOLYS IN (HOWE-BIMALONYL~A-G-NTROANLD) B .HATTHENS, M . EOLMES 2/82
ITLE  THERMOLYSTN [CH2CO (H-CH} LEVOCES) B.MATTEENS, M. EOLMES 1783
1TL? TEERMOLYSIN/PHCSPAORMMIDOM INHBTR CHFLX TRONRUD,MONSTNGO, MATTHEWS 6/87
1TMN THERMOLYSIN/CLT INBIBITCR CCMPLEX A-MOWZINGO, B.MATTEEWS 6/87
2THN THERMOLYSIN/PLN INHIBITOR COMPLEX TRONRUD, MONZINGO, MATTHEMS 6787
3THMN 7HERMOLYSTH/VM THHIBITOR COMPLEX H.EOLDEN, B.MANTTHEWS 6/87
4TMN THERMOLYSIN/ZFPLA INHIBITOR COMPLEX B.MATTREMS ET AL. 6/87
sm THERMOLYSTH/ZGPLL INAIBITOR COMPLEX B.MATTHENS ET AL. 6/87

THERMOLYSIN/EGPOLL INBIBITOR COMPLEX TRONRUD, HOLDEN, MATTEEWS 6/87
HmROLASE(phnlphwt diester)
25N3 STAPHYLOCOCCAL NUCLEAST M.LEGG, F.A.COTTON,E.ERZEN 5/82
1RN3 RIBOHOCLEASE A BORKANUTI , HOSS, PAIMER 16/81
5RSA RIBOHUCLEASE A{X-RAY+NZUTRON) A HLODAWER 4785
6RSA RIBOHULCEASE A/URIDINE VAHADATE CCMPLEX A,WLCDAWER 2/a8
TJRSA RIBCHUCLEASE A{PHOSPEATE-FRLE) A.WLODAWER, G.GILLILAND 6/88
IRSH  LYS 7-DNP-LYS 41 RIBGNUCLEASE A B.FINIEL ET AL. 8/85
IRBE RIBOHUCLEASE B{GLYCOSYLATED) WILLIAMS, GREENE,MCPHERSCH 9/87
IRNS RIBONUCLEASE 3 #.NYCKOFF, F . RICHAHDS 4473
HYDROLASE (serine ddn—nd:mug:n)
2ALF ALPHA-LYTIC PROTEAS! M.FUJINAGA, B. JAHES 3/85
1F01 ALPRA-LYTIC rnmnsn/mnm:mn R.BONE, D, AGARD 4/29
1202 ALYHA-LYTIC PROTEASE/THEIBITOR R.BONE, D. AGARD 4789
1703 ALPER-LYTIC PROTEASE/INBIBITOR R.BONE, D. AGARD 4789
1¥04 ALPHR-LYTIC PROTEASE/INRIBITOR R.BONE, D. AGARD 4/89
1705 ALPEA-LYTIC PROFEASE/INEIBITOR R.BOWE, D, AGARD 4789
1706 ALPHA-LYTIC PROTEASE/INHEBITOR R.BOME, D.AGRRD 4/89
1P07 ALPEA-LYTIC PROTEASE MUTANT (ML92A) R.BONE, D. AGARD 4788
108 AL?NA-LYTIC PROTEASE MUTANT {M139ZA)/INHBTR.BONE, D.AGARD 4/89
1P09 ALPHA-LY?TC FROTEASE MUTANT (M213A) R.BONE, D.AGARD 4789
1P1¢ RLPEA-LYTIC PROTEASE MUTANT (M213R)/INHETR.BOWE, D.AGARD 4/89
2CAA  ALPBA-CHYMOTAYPSIH [TOSYL} D.BLOW 1475
4CHA  ALPEA-CRYMOTRYESIH (BOVINE) H.TSOKADA,D.BLOW 11784
5CBA  ALPEA~CHYMOTRYPSIM (BOVINE) R.BLEVTHS,A.TULINSKY 1/85
7CH  GRMA-CHYMOTRYPSIN COHEN, DAVIZS, SILVERTON 5780
1CEG CHAYMOTRYPSINOGEN J.KRAUT, J.BIRKTOET 3775
206A CHYMOTRYPSINOGEN A{BOVINE) D . MANG, W.BODE, R . HUBER 787
1H4E ELASTASE {BUMAN WEUTROPRIL) M.HAVIA ET AL. 4/89
1EST ELASTASE{PORCINE, TOSYL) H.MATSON 5176
3EST ELLASTASE{PORCINE} E.HEYER ET AL. /87
2PKA  XALLIKREIN A{PORCINZ) W.BCOE, .CHEN 5784
25GA PROTEINASE A{STREPTCMYCES GAISEUS} M.JAMES , A.SIELECKT 1/83
2PRK  PROTEINASE X({TRITIRACHIUM ALBUM LIMBER) C.BETIEL,C,PAL,MW.SAENCER 11/87
3RP2 PROTEINASE IT(RAT MAST CELL} S.REMINGTCH, B .MATTHEWS 9/84
135C SUBTILISIN CARLSHERG D.NEIDAART, &, PETSKO s/a8
158T SUBTILISIK BPR(FRIME} J.KRAUT 8/12
28BT SUBTILISIN NOVD J.DRENTH 9/76
1TON ‘TONIN {RAT) U.FUFINAGA, M, JAMES §/87
3PTE TRYPSIN (BENEAMIDINE INRIBITED) #.BODE, P . SCHMAGER, J,MALTER 9/82
2PTK TRYPSIN (ORTECRECMBIC, 2.4M (NE4)2504) J.NALTER, R.HUBER, N.BODE  10/81
S3FIN TRYPSIN (TRIGORAL,2.4H [NA4) 2504} J.KALTER, R.BUBER, W.BODE  10/8B1
4FTP TRYPSIH (DIF INHIBITED) CEAMBERS, STROUD, FINIR-MOORE4/B8 R
17P0 ‘TRYPSIN {ORTHORESHMBICH W.BOOE, J.WALTER, R.BUBER 9/82
1TLD  TRYPSIN {BOVINE, CRTHORECMBIC) BARTUN1K, SUMMERS, BARTSCH /89
1TPP TRYPSIN/P=AMIDING-PELNYL-PYAGVATE J.MALTER, W.BODE, R, BUBZR 9/82
LTRM TRYPSIN {RAT) HUTANT{D102N)} SPRANG, STANDING, FLETTERICX10/87
2TRH TRYPSIN (RAT} MUTANT{C102M)/PENIAMIDINE R.STROUD, J, FINER-MOCRE 4/08
1367 TAYPSIH {STREPTOMYCES GRISEUS) R.READ, M, JAMES a/B2
2TGA 'TAYPSINCGEN [2.4H HGSD4) J.WALTER,R.EUBER, N.BODE  10/81
1TGB TRYPSINCGEH (NITH CA, FROM FEG) ‘BODE, FEELAAMMER , RUBER s
1TGC TRYPSINOGEN (.5 CHIOR, .5 HOH) J.MALTER, R. HOBER, N.BODE  10/81
1TGN  TRYPS INOGEN A.KOSSIAXOFF, R. STROUD /79
1T6T TRYPSINOGEN{173 X,.7 CHIDH, .3 HOH} J.NALTER, R.HUBER, N.BODE  10/81
276T TRYPSINOGEN{103 K,.T CE3OE,.3 HOH) J.HALTER, R.EUBER,W.BODE  10/B1
COMPLEX (serine tor)
1CAD ALPHA-CHYMOTRYPSIN/OVCMUCOID COMPLEX  M.JAMES ET AL. 3/88
6CHA ALPRA-CAYMQTRYPSIN{BOVINE}/FLHA A, TULINSKY, R.BLEVINS 2487
2EST ELASTASE=TFAP COMPLEX (PORCINE} L.SIEKER, D. BUGHES 3/88
2KAI KALLINREIN A{FORCTHE}/PZI (BOVINE) W.BSOE, 5. CHEN 5784
15GC PROTEINASE A(STREP.GRISEUS)/CHYMOSTATIN L.DELBAERE,G.BRAYER 4786
1SGR PROTEINASE B(STREP.SRISEDS)/OMTKY3 A.SIELECKI ET AL. 1/83
435GB *SGFB/PCI GALERBLATT, RYAN, JAMES 9/89
1CSE  SUBTILISIN CARLSBERG/EGLIN OOMPLEX W,HODE 6708
28EC  SUBTILISIN CARLSRERG/ESLIN COMPLEX € .MCPHALEN.H. JAMES 9/88 R
15IC SUBTILISIN BPN(PRIME)/SSI CCMPLEX Y.MITSUI ET Al. 4/84 A
25K SUBTILISIN HOVO/CEYMOTRYPSIN IHAIBITOR C.MCPEALEM,H.JRMES 9/88 K
1TEC THERMITASE/EGLIN-C COMPLEX P .GROS.B.DIJKSTAR, ¥ .20L 5789
INTP MCODIFLED BETA TRYPS IN (NEUTRON) A.KOSS TAKOFF 9/87
2PTC TRYPSIN/TRYPSIN INHIBITOR COMPLEX ®.EUBER, J,DEISENAOFER 982
ETRA  TRYPSIN (ANHYDRO} /TRYPSIN IHEIBITOR EUBER, BODE, DE1SENHOFER 5/82
21GF TRYPSINOGEN/TRYPSIN INHIBITOR R.HUBER ET AL. 9/az
2TPI TRYPSINOGEN/PTI/ILE-VAL (MERCURATED) J.MALTER, R.HUBER, W, BODE  10/81
3TPI TAYPSINOGER/TRYPSIN INAIBITOR/ILE~VAL R.AUBER ET AL. /92
276D TRAYPSINOGEN (DIP-INHIBITED, BOVINE) M.JIGHES , R . STROUD 3/86
1765 TAYPSINOGEN/PSTI R.AUBER ET AL. 9/82
ATPT  TRYPSINCGEN/ARG-15-PTI/VAL-VAL W BE, I, WALTER §/85
mnousx(umm—,lm) :

ACTINIDIH E.BAKER 11/79
IPA.D PAPAIN {ACE-ALA-ALA-FHE-ALA, CYS§-2§) J .DRENTH 11716
2PAD PAPAIN{CYS DERIV OF CYS-25} J.DRENTE 11/76
4PAD PAPAIN({TOS-LYS, CY3-25) J.DRENTH 11/76
SPAD PAPAIN {BIOXY-GLY-PRE-GLY, CYS-25) J.DAENTH 11/76
EPAD PAPAIN {BITOXY-PBE-ALR, CYS-25) J .DRENTH 11/76
SPA? PAPAIN [OXIDIZED CYS 2§} I.XAMPHEULS, J.DRERTE 3796
1PPD PAPAIN D J.JANSONIUS 10/84
HYDROLASE (transpeplidnse}
1PTZ  D-ALANYL-CARSOXYREPTIOASE-TRANSPERTIDASET.XELLY, ¥, KKOX, . MOLHS 10/85 A
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ISOMERASE
1XIA D-XYLOSE ISOMERASE (ARTHROBACTER} D nwn 2788
2XIA D-XYLOSE ISCMERASE({S.ROBIGINOSUS) 5788
3XIA XYLOSE ISOMERASE{STREP. QLIVMHRND:MEE)G ?MLEBR,G PETSKD 2189
4XEA D-XYLOSE ISGMERASE/SORBITOL K.ZENRICK,C.COLLYER,D.BLON 6/8B%
SAIA D-XYLOSE ISOMERASE/XYL,ITOL X.EENRICK, C.COLLYER,D.BLON 67893
1PGI GLUCCSE-6-PHOSPEATE ISOMERASE B.HUIRHERD T
ITIM TRICSE PEQSPHATE ISCMERASE I.WILSON, P, PEILLIPS 96
LIGASE {amide syntheinse)
26805 GLUTAMINE SYNTEETASE(3.TYPHIMURIUM) D.EISENBERZ ET AL. 5/89
LIGASE (syufhetase}
2751 TYROSYL TANA SYNTEETASE P.BRICK, T.BHAT, D, BLOW /89
37sl TYROSYL TRNA SYNTEETASE/TYROSINYL ADNYLTP +BRICR, T.BEAT, D.BLOM 5/89
4T§1 TYROIYL TRNA SYNTHATASE MUTANT P.BRICX,T.BHAT, D.BLOW 6/8%
LYASE (cxo-acld)
2CAB CARBONIC ANEYDRASE B(BUMAN} X.XANNAN 10/83
lcA2 CARBONIC ARREYDRASE II {RUMAN) ERIKSSON, JONES, LILJAS 2/89
2CA2 CARBOHIC ANHYDRASE II/SCH (BUMAN) ERIKSSCN, JUNES, LILJAS 2f89
3CA2 CARBONIC ANHYDRASE/SAMS ERIXSSCN, JUNES, LILJAS 10/89
3CTS CITRATE SYNTHASE{CBICXEN, COA,CITRATE} REMINGTOH, WIEGAKD, HUBER 1/84
1CTS CITRATE SYNTRASE{P1G} REMINGTOM, WIEGAND, HOBER 1784
2CTS CITRATE SYNTHASE({PIG, COA,CITRATE CMPLX) REMINGTON, WIEGAKD , HUBER 1/84
4CTS CITRATE SYNTHASE (RIS, OXALOACETATE CHRLX] REMINGTCR!, WIEGAND, HUBER 1784
ZP.IIT‘ ZNOLASZ(!PAS‘H L.LEBICDA,B,.STEC 3789
KDFG ALDOLASE AJTULINSKY 8/78
uuss [earbon-carbon)
2RUR RUBISCO {RHODOSP IRILLUM RUBRUM} SCENEIDR, LINDQVIST, BRANDEN11/B8
LYASE (exrbon )
SACH *ACONITASE (PIG, INACTIVE) A.ROBBINS,C.0.STOUT 1790
BACH *ACONITASE (FIG,ACTIVATED) A,ROBB1NS,C.D.STOUT 1790
1WSY TRYPTOPEAN SYNTEASE{S,TYPHIMURIUM} B.DAVIES ET AL. 9788
OXIDOREDUCTASE (acting on paired donors with incorporation of Oy)
1PHH P=-ZYDROXYBENZOATE HYDROXYLASE COMPLEX H.3CHREUDER, J.DRENTH 11787
OXINOREDUCTASE (aldehyde(d}-NAD(a))
1GD1  HOLO-GPD({BACILLUS STEAROTELRMOPBILUS) SKARIYNSKI, HOODY, WOHACOTT &/87
2GD1  APO—CPD {BACILLUS STEAROTHERMOPHAXLUS) T.SKAREYHSKI, A. WONACQTT 6/89
3GPD  GLYCERALDEAYDE-3~P-DEEYDROGENASE [HUMAN) -WATSON, J, CAMPBELL 6/83
1GPD  GLYCERALDEHYDE-3-F {LOBSTR)M, 75
4GED APO-GLYCERALDEHYDE-3-P-~DEHYDRGNSE {LBSTR) GRIFTITH, SONG, ROSSHANN 1/a8
OXIDOREDUCTASE (CHNH{d}NAD{+) or NADP (+} (x))
80FR DIRYDROFOLATE REDUCTASE (CHICKEN LIVER) J.KRAUT ET AL. s/89
40FR DIAYDROFOLATE REDUCTASE {E. COLI) J.BOLIN, D.MATTHEWS, 7. XRAUT 6782
50FR *APO-DIHYDROFOLATE REDDCTASE (E.COLI) J.KRAUT 10788
E6DFR *DISYDROFOLATE REDUDTASE (E.COLI} fHADE J . KRAUT 10/gg
‘IDFR *DIBYDROFOLATE REDUCTASE/FOLATE/HADP J.KRAUT 10/88
1DAF *DIEYDROFOLATE REDUCTASE [HUMAN}/FOLATE J.DAVIES, J,KRAOT 10/89
2DEF *DIBYDROFOLATE REDUCTASE/S-DEAZAFOLATE  J.DAVIES, J.KRAUT 10/83
30FR DIEYDAOFGLATE REDUCTASE (L, CASE1} J.BQLIN,D.MATTAENS, J.XAAUT 6/82
OXIDOREDUCTASE da (n))
3GRS GLUTATEICNE REDUCTASE (OXIDIZED, EUMAN) G.SCAULE, A.KARPLUS 2/88
15RX THICREDOXIN [E. COLI, OXIDIZED) B.-0.50DERSERG 5476
OXIDOREDUCTASE (Hy0x(a})
FCAT CATAEASE (BEEF LIVER} T .FITA, M. ROSSHANN 11/84
BCAT CATALASE {BEEF LIVER) I.FITA,H. ROSSMANN k1784
4CAT CATALASE(PERICILLIOM VITALE) B.YAINSHTEIN ET AL. 2/83
2CY? CYTOCHRGME C PEROXIDASE (YEAST) B.FINZEL, T.POULOS, J.KRAUT 8/85
1Pl GLGTATHIONE PERCXIDASE (BOVIME} Q.EPP,R.LADYNSTEIR 6785
OXIDOREDUCTASE (CHOH{d}NAD{a))
4MDH MALATE DEBYDROGEMASE{PORCINE) J.BIRKTOEY, L. BANASSAK 4/89
1LDB hAPO-L-LDA (BACILLUS STEARCTAERMOPHILUS) X.PIONTEK,M.ROSSMANH /89
2LDB  L-LDA/HAD/FROCTOSE-1, 6-BISPHOSPEATE X.PIONTEK, M .ROSSHANN 3/69
3108 LACTATE DERYDROGZINASE/WAD/PYRUVATE {DOGF)H.ROSSHANN 11/74
1LOM LACTATE DERYDROGENASE/NADH/OXAHATE{DOGF)F.GRIFTITH,M.ROSSMANN 11787
6LDE APC-M4=-LACTATE DEHYDROGENASE (DOGFISH) C.ABAD-ZAPATERD, M. ROSEMANNLIL/ 8T
BIDE APQ-H4~LACTATE DEBYDROGENASE/CITRATE C.ABAD-IAPATERO, M, ROSSMANN 1/48
111€ LACTATE DEHYDROSERASE {L.CASEI} M.BUEHNER, H.HECAT, R.HENSEL11/83
2LDX LACTATE DEEYDROGEMASE {MOUSE TESTES) ¥.ROSSHANH 11747
SLDE LACTATE DEEYDROGENASE/S-LAC/NAD (PIG) 0 .GRAU, ¥, ROSSMANH 10/80
8ADH ALCOHOL DEHYOROGENASE {APO} ‘T.A.JUHES, E.EXKLUND 4789
SADR ALCOHOL DEAYDROGENASE (APO)/ADP-RIBOSE  H.EXLUND, T.A.JONES 1/84
EADA ALCOBOL DERYDROGENASE (HOLO) /HADR/DM50  H.EXLUND 1784
7ADH ALCOROL DEEYDRGNSE{ISONICO®INIMIDYLATED)B. PLAPP, B.EXLUND 1784
GEIDOREDUCTASE (axygenfA))
160X GLYCOLATE ox:msz {SPINACE} _ Y.LINDQVIST 6785
OXIDOREDUCTASE (axygensse
2CPP  CYTOCHROME P4SOCML{PIEUDOMONAS BUTIDA) T.POULOS,B. FINZEL, A HONARD 4/87
3CPP  CYTCCHROME P4SOCAM/CAMPHOR MONOXYGENASE R -RAAG, T.POULOS 6/89
OXIDOREDUCTASE (supergxide radical ()}
250D SUPERODXIDE DISMUTASE J.RICEARDSCN, D.RICHARDSCH  3/80
(mcetylransfernse)

ICLA *CRLORMMPHENICOL ACETYLTHANSFERASE {514BAJM.GIBES,A.LESLIE 10/89
2CLA *CALORAMPHENICOL ACETYLTRANSIERASE (D139N}M.GIBBS,P . MOODY,A.LESLIE 4790
TRANSFERASE (xminotransferase)
1ART CYTOSOLIC ASPARTATE AMINOTRANSFERASE AARUTYUNYAN, HALASHEEVICH 4782
2ART ASPARTATE AMTHOTRANSFERASE COMPLEX SMITH,ALMO, TONEY, RINGE 57839
TRANSFERASE {earbamoyl translersse)
2ATC ASPARTATE CARBAMOYLTRANSFEAASE W.LIPSCOMB a/8e2
4ATC ASPARTATE CARBAMOYLTRANSTERASE W.LIFSSCHMB 4/84
TATC ASPARTATE CARBAMOYLTRANSFERASL/CTP R.HONZATKD, H. LIESCOMB 5787
ADPI DNA POLYMERASE I{KLENOW FRAGMENT)} L.BEESE,D,OLLIS,T.STEITE  #/67

SFERASE olransferam’
AXDK  ADENYLATE KINASE{PCRCINE) G.SCHULZ 1L/87
1HKG HEXOXINASE A — GLUCOSE QOUHPLEX(YEAST) W.BERNETT JR.,T.STEITZ 12/80
2YAX HEXOKINASE (YEAST) FORM BIII STEITI, ANDERSOH , STEKXAMP 3718
3PFK PHOSPAQFRECTCXIMASE (B.STEAROTHERMOPHILS) P .EVANS, P . EUDSON 1/88
4PFX PROSPHOFRUCTCKIMASE{B. ST.)-FEF~ADP/HG P,.EVANS,P.EUDSON 1/88
5PFK PHOSPEOFRUCTOKINASE (B. 5T.} T-~STATE EVANS, FARRANT B, LAMRENCE i/8p
1PFX PEOSPEOFRUCTOKINASE {E, COLI}-Y6P-ADB/MCG Y.SHIRAKIHARK,P .EVANS 1/88
2PFX PEQIPEOFROCTOKIMASE (E. COLY} W, RYPNIEWSKI, P.EVANS 1/88
2PGX PEOSPHOGLYCERATE KINASE {HORSE) P.EVANS,C,DPLAKE 9776
3PGK PROSPHOGLYCERATE KINASE (YEASZ) H,HATSON 1782
JP@5 PHOSPEOGLYCERATE MUTASE E.HATSON 4/82
IPYK FYRUVATE KIMASE {CAT) E.MUTAZEAD 1/80
TRANSFERASE (rulfur trancferase)
1RHD REODANESE W,BCL 12/77
TRANSFER RIBONUCLEIC ACID
27AA TRANSFER RNA{YEAST RSP, FORM A} E.WESTHOT, P .OUMAS,D.MORAS 11/87
3TRA TRANSTER RMA(YEAST ASP,TORM B} E.WESTAOT, P.DUMAS, D .HORAS 11/87
4THA TRANSFER RHA([YEAST, PHE} ALJACK, J.LADKRER A . KLUG 458
GTHA TRANSFER RHA (YEAST, PHE) §.~H.KIM ET AL. 11/78
1TRA TRANSFER HNA{YEAST, PEE) M.SUNDARALINGAM ET AL. 5/86
1TN1 TRANSFER RNA(YEAST,PHE,PH,PH 7.4) DEMAN, BROWN, BINGERTY, KLUG 12/86
1“2 TRANSFER RHA({YEAST,PHE, PB,PH 5.0) J.DEWAN, R .BROWN A, KLUG 8/86

TRANSFER RHA{YERST PHE, CRTHOREQMBIC} E.NESTHOF, F.DUMAS, D .MORAS £1/87
DEOXYRIBONTJCLEIC ACID
1ARA DNA({A,5 (FRIME)-D-1QDO-CCGH-3 (PRIME} ) B.CCHHER, R.DICKERSCH 6782
2ANA DNA{A,GEGGCCCC, SYNTBETIC) M.MCCALL, T.BRGHN, O. KENKARD 8/85
3AKA  DHA({A,GGGATCCC, SYNTBETIC}H T.AEINEMANN, H.LAUBLF, /88
SDNA DHA(A,GCCCGGGE, SYNTHETIC) U.ARINEMANN /87
1BHA DRA(B,CGCGAATTCGCG, SYNTEETIC, 250 X} H.DREW, R.DICXERSOR 1781
2BHA  DRA (B, COCOARTTCGCG, SYNTHETIC, 6 K} H.DAZN, R.DICKERSON 11/81
3BHA ONFA (B, 5-BR-CGOGARTTCGOS, SYNTH, 20 DEG C) XOPKA, FRATINY, DICKERSON 2782
4BHA DHA{B, 3-BR~CGCGAATTCGCG, SYNTH, T DEG C) KOPKA,FAATIHI,DICKTRSOH 2f82
5BHA  DHA (B, CGCGAATTCGCG, SYNTHETIC) /CISPLATIN WING, PJURA, CREM,DICKERSON 8/83
6BHA  DNA (B, 3-BR-CGOGAATTCGOG, SYNTE) /RETROPSINM . KOPXA, R .DICXERSON 8/64
TEWA  DHA (B, CGCGAATTCGCG, ANISO TEMP FACTORS) EQLBROCK, DICKERSON, XIM L/85
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BBRA  DHA [CGCGAATTCGCG, SYNTHIC} /HOECHST 33258 PJURR, GRIESKONIAK, DICKERSH s/as
13KA DHA({Z {PRIML}, CGCG, HIGH=SALT, SYNTAETIC} H.DREW, R.DICKERSON
1pH4  DHA {-BR-CG-BR-CG-BR-GG, SYNTEIC, 18 DEG C)D.MORAS ET AL. 12!86
1CH5 DHA {-BR-CG-BR-CG-BR-CG, SYNTHTC, 37 DLG C)D.MORAS ET AL. 12/86
1DH6 DHA [GGATGGGAG, SYNTRETIC) MCCALL, BAOWN, HUNTER, KENNRD 5/87
1DRE  DNA [CGTACGTALG, SYNTHAETIC) M. SUNDASALINGMY 5/87
2DND  DHA{CCCANATTTGCG) -PISTAMYCIN COMPLEX — M.COLL,A.RICE B/3e
1DNE  DHA {CGCGAATTCOCE) =HOECHST 33258 CCMPLEX A.NARG ET AL. 2788
3DNB  DHA(CCAAGATTGG) G.PRIVE, R.DICKERSON 3/88
ID16 DNA{CGCGCGTTITCGCGEG) CEATTCPADAYAYA, DICKERSON  4/88
1DCG  DNA[CGCGCE} C.TREDERICK,A.WANG ET AL. 8/88
200G DHA{CGCGCG} /SPERMINE A.RANG, ARICH ET AL. 8/u8
4DNB  DEA (CGCGAMNITCGCG} C.FRLDERICK,A.RICH ET AL, 8/88
1CHE DNA [COCGATATCECG) FNETROPS IH ¥.COLL ET AL, 5/88
1BD] DA [CCAGGCCTGG) U HEINEMARN 8/39
10N  DHA{GTGTACAC) /SPERMTHE M. SUNDARALINGAM 2/89
103  DHA{CGOATATATGCE) C.YOON, R.DICKERSON 4/89
SANA DHA{GTACGTAC) F.TAKUSAGANA 8/89
POLYSACCHARIDES
IMGA  AGARDSE S.ARNOTT 5778
1CAF  CAPSOLAR POLYSACCEARIDE (E. COLI Md1} 8.ARNOTT 578
1c4S CHONDROITIR-4=SULFATE 5, ARNOTT 5178
2¢C4S CHONDROITIN~4—SULFAIE {CA SALT) 8 .ARNOTT 5/78
1HYA HBYALURONIC ACID{WA SALT, 3-FOLD HELIX) S.ARNOTT 11/77
2HYA BYALURDNIC ACID{NA SALT, 4-FOLD BELIX) S.ARNOT® 5/78
3EYA AYALURONIC ACID {NA SALT, 2-FOLD HELIX} S8.ARNOTT S5/78
4BYA EYALURONIC ACID{CA SALT, 3-FOLD HELIX} $§,ARNOTT 5/78
1CAR CARRAGEENAN 5.ARNOTT 5/78
1KES KERATAN SULFATE 5.ARNOTT /18
MOIXL STROCTURXS
CALCTUM BINDING FROTEIN
2CLN  CALMODULIN/TRIFIYJOPERAZ INE MODEL K. STRYNADFA, M. JRMES 2/88
CONTRACTILE $YSTEM PROTEIN
1TNC TROPONIN{CA-BINDING CCMPONENT} MODEL R.XRETS INGER, C.D.BARRY 6/80 A
DNA BINDING
2GAP CATABOLITE GEWE ACTIVATOR PTH/DHA MODEL I,.MEBER,T.STEITZ /86 A
HORMONE
1GF1 INSULIN=LIXE GROWTH FACTOR I MODEL BLUNDELL, BEDARMAR, EUMBEL 12/32
1Gf2 INSULIN-LIXE GROWTH FACTOR II MODEL BLUNDELL, BEDAANAR, EUMBEL  12/82
1RLX RELAXIN {CONFORMATION A,UNREFINED} MODEL A.EVANS,A.NORTH /78
ZRLX RELAXIN {CONFORMATION B,UNREFINED) MODEL A.EVANS,A.NOATH s
3RLY RELAXIN (COHFORMATION A, REFINED) MOGEL  A.EVANS,A.NORTA 3718
4RLX RELAXIN {CONFORMATION B,REFINED) MODEL  A.EVANS,A.NORTE 3778
IMMUNGGLOBULIN
11GE IMMUNOGLGBULIN E{FC FRAGMENT} MOOEL E.PADLAN, D.DAVIES 1/85
1FVE IMMUNCSLOBULIN FY 31912 MODEL F..KABAT, E.PADLAN 4/88
2FVB IIUNOGLOBULIN ¥V 31312 MCDEL E.RABAT, E . PADLAN 4788
18F¥ HYHEL-10 ANTIEODY,TV REGION MODEL C,MAINHART 1o0/87
:lr\nl IMUNOGLOBOLIR FV W3125 MODEL E.KABAT, E.PADLAH 4788
IMMUNOGLOBULIN FV M3129 MOCLL £.KABAT, F..PADLAN 4788
conm.xxu obudin-antigen}
ZHEM HYHEL-10/LYSOZYME COMPLEX MODEL, C.MATHEART 10/87
LIPID-ASSOCIATED PROTEIN
IMLP MUREIN LIPOPROTEIN MODEL AJMCLACHLAN 8/78
HYDROLASE (acid protelnass}
1lEVF EIV-1 PROTERSE MODEL I.HEBER 3/89
HYDROLASE {metalloprotsinasm)
T THERMOLYSIN SUBSTRATE {TRANSITION]} MODEL B.MATTREMS ET AL. 6787
TRANSFERASE (p| ansferase]
1APK CAMP-DEPENDENT PROTEIN XINASE(TA} MODEL I.WEBER a/89
1B2X CAMP-DEPENDENT PRAOTEIN XINASE{IH) MODEL I.MEEER /89
ZAPK CAMP-DERENDENT PAGTEIN KINASE{IIA) MODELI.WSZER 3/a9
2BPX  CAMP=-DEPENDENT PROTEIN KINASE{IIB) MODELI.MESER 3/89
DEOXYRIEONUCLEIC ACID
1DHN DHA (ATCGGCTAAS, ..} MODEL J.SUSSMAN, E.TRIFONOV 11/82
107  DMA (POLY(DG)-POLY {DC}, SYHTHETIC) HODEL M.MCCALL,T.BROWHN, Q.KENNARD 5/87
2IHA  DHA{Z-I,CHCGCE, BYNTHETIC) MODEL A.RICH 2/82
3INA DHA(Z-1I,C5CGCG, SYNTHETIC) MODEL A.RICH 2/8t
¢ NEW OR REPLACEMENT ENTRY SINCE APR-1990 NEWSLETTER
STATUS CODES
BLANK STANDARD ENTRY AVAILABLE FOR DISTRIBUTION
A ALPEA CARBOH ATOMS ONLY
B BACKBONE ONLY
R RECENT (19BB-1990) REPLACEMENT FOR AN OOUT-OF-DATE PANAMETER SET
TABLE 6. COORDINATE AND STRUCTORE FACTOR ENTRIES IN PREFARATION
15=JUL-19%0
IDENT DATE/
oo MOLECULE DEPOSITOR (S} STATUS
IMAA  ACID ALPEA-AMYLASE{ASPERGILLUS WIGER} G.DODSON ET AL. 3790 AH
4APR  ACID PROTEASE {R.PEPSIN)/INHIBITOR X.5UCGUNA, 0, CAVIES 8/89
SAFR ACID PROTEASE (R.PEPSIN}/INEIBITOR K.SUGUNA, D.DAVIES 8/89
§APR  ACID PROTEASE (R.PEPSIK) /INHIBITOR X.SUGDNA, D.DAVIES 8/89
1ACP “ACYL CARRIER PROTEIH(MMR, 2 MODELS) J.PRESTEGARD, ¥.KIH 90
1AN3 ABENYLATE KIKASE ISOZYME 3 K.DIEDERICHS, G. SCHULE 1790
7NGA WAEAT GERM AGGLUTININ {ISOLECTIN 1} C.HRIGAT 4/50
SMGA MAEAT GERM AGGLUTIRIN {ISOLECTIN 2) C.HRIGHT 4/90
1MCC  MHEAT GERM ASGLUTININ (ISOLECTIN 1)}/KLA C.WRIGHT 4750
2WGC MWEEAT GEAM AGGLUTININ (ISOLECTIN 2}/NLA C,NRIGHT 4790
1ALl *ALPHA=1{SYNTEETIC PEPTIDE} C,AILL ET AL. /90

/38
3/88
9/88

TAPI
BAFI
SART

ALPEA 1-ANTITRYPSIN {MODIFIED, TETRAGONAL)R.HUBER ET AL.
ALPBEA 1-ANTITRYZSIN {HODIFIED, HEXAGONAL) R.HUBER ET AL.
ALPHA 1-ANTITRYPSIN {MODIFIED, TETRAGOMAL)R.HUBER ET AL.

-u-u’uwmmzzmwzmv'ﬂvvmmzzmmmmmwzzmvumzawm-umm

8ATC ASPARTATE CARBAMOYLTRANSTERASE (R} /PALA KE, LIPSCOMB,CHO, EONZATKC  8/89
1AT1 ASPARTATE CARBAMOYLTRAMSEFERASE (R} PAM/MALJ.GOUADX, W.LIPSCOME 8/89
2ATE ASPARTATE CAABAMOYLTRANSFERASE {R)PAM/MATT,GOUAUX, W.LIPSCOMB 8/89
3ATL ASPARTATE CARBAMOYLTRANSFERASE{T)/PAH  J.COUAUX, N.LIPSCOMB B/69
4AT1 ASPARTATE CARBAMOYLTRANSFERASE(T)/AT?  STEVENS, GOGAUX, LIPSCOMB 4790
5AT1 A CARBAMOYL ERASE (T} /CTP  STEVENS,GOUAUX, LIZSCOMB 4790
6AT] ASPARTATE CARBAMOYLTRANSFERASE(T STATE) STEVENS,GOUAUX, LIPSCOMB 4790
TATI ASPARTATE CARBAMOYLTRANSFERASE{R)/AIF  STEVENS,GOUAUX, LIPSCOMB 4750
BAT1 ASPARTATE CARBAMOYLTRANSFERASE(R)/CTP STEVENS , GOUAUX, LIPSOOMB 4790
130 “BACTERICRHODOPSIN (ELECTRON DIFFRACTION)} R.EENDERSON ET AL. 5/90
4CPY CARP PARVALEGMIN V.XUMAR, L.LEE.B.EONARDS  10/83
1C0F CALCIUM PARVALBUMIN (CD SURSTITUTED) SHAIN, KRETSINGER, AMA 1/90
SCPV CALCIUM PARVALBUMIN (NATIVE} SWAIN, KRETSIHGER, AHMA 1790
6CPA  CARBOXYPEPTIDASE A/SANF (Q)F H.KIM,M.LIPSCCHB 2/90
15¢2 WHEAT SERINE CARBOXYPEPTIDASE II D.-[.LIAD, S .REMINGION 1790
1CDT *CARBICTOXIN V IT 4{RAJA M. HOSSAHBICA) B.REES ET AL. 5/%0
1CBT *CHARYBDOTOXIN {HMR} MASSEFSK, REDF'LD, HARE, MILLR 6/90
3CBH ‘CELLCBIOAYDROZASE (TAICHODERMA HEESEI)  3.JONES,.J,ROUVINEW a/90

3CLA *CHLORAMPAENICOL ACETYLTRANSTERASE A.LESLIE 50
2045 CHYHOSIN B{BOVINE) 1 BLUNDELL ET AL. 2756
30MS CEYMOSIN B MUTANT (V111T) [EGVINE} T.BLUNDELL ET AL. 2790
3GCH  GAMMA-CHYMOTRYPSTH/CINNAMATE A STOBDARR, RINGE, PETSKO 9/89
AGCH  GAMMA PSIN/CI TE B STODDARD, RINGE, FETSKO 9/89
SGCH GAHMA~CHYMOTAYPSIH [PHOTOLYSIS) STODDARD, RINGE, BETSKO 9/89

6GCE  GAMMA-CHYMOTRYPSIN/ACPHECE3 A.WEI,D,RINGE,R.ABELES 4/%
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el
5cTs
6CTS
lcsc
2csc
3C5C
4csc
5CHC
1csa
plai:d
ACRO
apsc
2568
1vee
lcce
iccp
3ccy
dcop
4CPP
SCPP
6CPP
TCER
BCEP
1DRF
4RRA
12DN
1DKNF
1plo
ipll
1p12
13
ipis4
9BRA
l8pH
2DBE
SpNB
1HON
1ouH
1D15
ip17
1pie
1pl9
1p20
1p21
ip2z
4EST
SEST
GEST
TEST
SEST
1ER1
1ER2

2ER4
1ERS
1ERE
1ER?
1ERB
1ERD
1ERO
2ER1
2ER2
IFLX
2FXB
1FHR
AFHR
1rca
1FCR
1FBP
2FBP
3rar
3GBP
163G
4GR1
1GPB
2GPB
3GeR
4ACPE
5GPR
6GPB
148
2@MA

IRMG
484G
SHHG
1THR
INIH
1sDR

EHVP
2PHH
1HCH
2HCE
auce
AcG
SHCE

MG
SINS
11in
1118
2118
31D
41D
5I1CD
$1CD
71CD
BICD
2BLH
1LAP
ALY
1MBO
1MRB
1MRT

2MCH
1IMLI
AMEN
2MB5
1M1
MBI
1BENZ
1581
28H)
oMo
1pea

GAMHA-CHYMOTRYP SIN/ALPCPI
CITRATE SYNTEASE/ONXALOACETATE/COMN
CITRATE SYNZHASE/CITRYLTEIOETEER COA

*CITRATE SYNTHASL/L-MALATE/CREXYMTHL COA
*CITRATE SYNTHASE/D-MALATE/CRBXYMTHL COA

ACITRATE SYNTHASE/L-MALATE/ACETYL COA
“CITRATE SYSTRASE/D-MALATE/ACETYL COA
*CITRATE SYNTHASE{OPEN FCORM)
*CCMPLEMENT CS5A{DES=ARG) {(NMR,41 STRCTRS)
*P-CRESOL METAYLAYDRCXYLASE

*CRO/20 BASE PAIR DiA CONTAIRING OR1
CYTOCHRSHE BS (BOVINE)

CYTOCERGME B562 (ESCEERTCHIA COLI}
SCYTCCERCMF. C(YEAST, I50-3}

CYTOCHACHME C PEROXIDASE {YERST)
CYTOCHROME C PEROXIDASE MUTART{D235N}
CYTCCHROME C PEROXIDASE MUTANT {H131F)
CYTCCRRAQME C PEROXIDASE MUTANT{WS1F)
*CYTOCARCHE P4 50CANM/ADAMANTANE
*CYTUCHRCME P4 50CAM/ADNMANTANOHE
SCYTOCHROME PASOCAM/CAHP ARNE
*CYTOCERCME PASDCAM/NGRCAMPHOR
*CYTOCHRCME, F450CAM/TEIOCAMPEOR
*DIAYDROFOLATE REDGCTASE (AUMAN}/FOLATE
A-DHA [ATCGGARTGET)

CUA (CGATCS} /DATHOMYCIN

DHA (CGTALS) /DAUBOMYCEN

DRA {CGATCG) JADR IAMYCIN

DA (ACCGGCCGGT}

DKA (CTTACE) /1 1-DECRYDAUNOMYCIN

DHA (CGCGANTTCGCG) /BERENTIL
DNA (CCAACGTTEG]

*DHA {D {CGCGARRACGCG} , D {CGCETT) LD {TTCGCG) JM.COLL, A.RICA BT AL.
GCANGCTGECG)

*DNA {C

“DHA {CGRTCG) /4" —EPIADR IAMYC IN/ SPERMINE
SDNA {+CGT+AF0C) /NOGALAMYCIN

SDHA {CATGCATE) (NMR}

*DNA {GTACGTAC) (NMR}

*DHA {TCTATCACCG) (HMR}

ADHA (4 CGT+A+CG) /HOGALAMYCIN

ADRA [+CGT+A+CG) FUSEBBTZ

ELASTASE/DITLOOROKETONE INHIBTR COMFLEX
ELASTASE/BORONIC ACED THHIBITOR COMPLEX

4“ELASTASE

SELASTASE/TFLA
ELASTASS/GUAHIDINIUH 1SOCOUMARIN
ENDOTHIAPEPSIN/BWE24 COMPLIX
ENDOTBIAPEPSIN/CP=63, 799 COMPLEX
ENDOTHIAPEPSIN/CP~71,362 COMPLEX
*ENDOTHIAPEPSIN/E-142 COHPLELR
EHDOTHIAPEPSIN/E-189 COMPLEX
ENDOTRIAPEPSIN/E-256 COMPLEX
EHDOTHEIAPEPSIN/H~261 COMPLEX
ENDOTBEIAPEPSIN/H-T7 COMPLEX
ENCOTBIAPEPSIN/1-363, 564 COMPLEX
ENDOTEIAPEPSIN/1-364, 099 COMPLEX
ENDOTRIAPEPSIN/PD125967 COMPLEX
ENDOTEIAPEPSIN/PERSTATIN COMPLEX
‘FELIX{DESIGNED PROTEIN) 2 HODELS
FERREDOXIN (B. THERMOPROTEQLYTICUS}
AFERALDOXIN RELACTASE (8P INACH)
“FERREDOXIN REGUCTASE/2’-PROSPHO-5°-AME
FLAVOCYTCCHROME B2 (YEAST)
FLAVODOX1IN (CHONDRUS CRISPUS)
*FRUCTOSE-1, 6-BISPEOSPHATASE/T6P /AME /HG
*TRUCTOSE-1, 6-BISPEOSPAATASE
*FRUCTOSE-1, 6-BISPEOSPHATASE/FEP
GALACTOSE~-BINDING PROTEIN

GIUTAMINYL-TRHA SYNTHETSE/GLUTAMINE-TRNAT,.STEITE ET AL,

GLUTATAICHE REDUCTASE/RITRC-GSSH
*GLYCOGEN PHOSPECRYLASE B

*GLYCOGEN PHOSPHCRYLASE B/GLC
*GLYCOGEN PHOSPHORYLASE B/G1P
*GLYCOGEN PROSPHORYLASE B/GFP
*GLYCOGEN PAOSPHORYLASE B/GMP/GLC
*GLYCOGEN FHOSPHORYLASE B/H2P
GRAAMICIDIN A(BACILLUS BREVIS)
GAAMICIDIN A

BAEHMAGSLUTINEN

HAZMAGGLUTININ

BHAEMAGGLUTININ

HAEMASGLUTININ

HEMOGLOBIN (RUMAN, T STATE, PARTIALLY OXY)
HEMOGLCBIN {ALPER~NICKEL, BETA-FERRQUS}
HEMOGLOBIN (SCAPEARCA, DIMERIt

c)
BIV-1 PROTEASE/ACETYL-PEPSTATIN CCMPLEX

*RIV-1 PROTEASE
P=BYDROXYBENZOATE HYDROXYLASL/ACPR
1¢G] LIGET CHAIN DIMER{MCG-WEIR RYBRID}

A.WEI,D.RINGE, R.ABELES /90
HARRUSAS, BRANCRAUD, REHNCTH11/89
RARPUSAS, BRANCHAID, REMNGTRY 1/8%
KARPUSAS, HOLLAND, REMINGTOR 5790
KARPUSAS, BOLLAND, REHIHGTON 5790
KARPOSAS, BOLLAND, REMINGTON 5790
KARPUSAS, BOLLAND, REHINGTON 5/90

LIAC, KARPOSAS , REMINGTON 5/90
M. WILLIAMSOH, V. MADISON €/90
T, 5 HATEEWS 5790
AHONDRAGON, 5.EARRISON /90
F .5 .MATHEMNS, R, DURLEY 1/50
HAMADA, BETHGE , MATEENS 1750
&.LOUIE, G.BRAYER 5/30
J.KRAUT ET AL. 2/90
J.KRAUT ET AL. 2/90
J.KRAUT BT AL. 2/90
J.XRAUT ET AL, 2/90
R.RAAG, T.POULOS 5/90
R.RAAG, T.POULOS 5/90
R.RAAG, T, POULOS 5/490
R.RAAG, T.POULOS 5/90
R.RARG, 7 .POULOS 5/90
CEFHER, D* ARCY, WINKLER 8750
R .CEANDRASEKHARAN 2/a9
DIGABRIELE, SANDERSH, STEITE 4/89
COLL, HANG,RICH ET AL. 12488
C.FREDERICK ET AL. 10/89
WAHG, USEETTO, QUIGLEY, RICH 10789
C.FREDERICK ET AL. £0se9
C.FREDERICK KT AL. 10/85
L.NiLLIAHMS ET AL. 10/89
E.NZISTHOP 2730
C.COURSEILLE ET AL. Aan
D.BROWN, 3 .NEIDLE ET AL. 3/90
G.ERIVE,R.DICKERSON 3/90

5750
G.WEBSTER,S.NEIDLE ET AL. &/%¢
WILLIAMS, EGLI, FREDRACK,RICE 7/50
EGLI, WILLIAMS, FREDRCK, RICH 7/30
J.BALEJA, B, 5YRES 8/30
J.BALEJA, B.SYKES a/30
J.BALEJA, B.SYKES 8/90
WAHEG, LIAW, GAD, ROBINSCH B/90
WANG, LIAN, GAD, ROB INSCN B8/90
E.MEYER JR. ET AL. 5789
E.MEYER JR. ET AL. 59
T.PRANGE, I.LI PE LA SIERAA 6/50
T.PRANGCE, 1.1l DE LA SIERAA 6/90
R.RADAAKRISHNAN,E .MEYER 2/90
COOPER, FOUNDLING, BLUNDELL 10789
T.BLUNDELL ET AL. 10/89
7T,BLUNDELL ET AL, 10/89
T.BLUNDELL ET AL, 6/90
T.BLUNDELL ET AL, 10/89
T.BLONDELL ET AL, 10/89
7.BLUNDELL ET AL. 10/8%
T.BLUNDELY, BT AL. 10/8%
T.BLUKDELL ET AL. 10/89

T.BLUNDELL ET AL.

QUAIL, COGPER, BLUNDELL
T.BLUNDELL ET AL, 10/89
QUINN, RICHARDSON, RICAARDSR 7/90
FUKUYAMA, TSUKTHARA, XATSUBE 2750
P . KARPLOS,,DANIELS, HERRIOTT 6750
P .XRRPLOS, DANIELS, HERRIOTT 6750

F .5 .MATHEHS, 5§ .=X.XIA 1/50
K.FUKUYAMA 2750
B.XE, ¥. LEANG, W. LIPSCOME 5790
W.LIPSCOME ET AL. 6790
W.LIPSCOMS BT AL. 6790
S .MOWDRAY 1/30

4/%0
G.SCHOLE, W, JANES 3/90
TOANSCH, ACEARYA, STUART 6/90
J.MARTIN, L.JORNSON 6790
J.MARTIN, L. JOHNSON 6/390
JMARTIN, L, JORHSON 6/90
I MARTIN, L. JOHNSON 6790
L . JORNSON, K. ACHARYA 6/90
D.LANGS 8708
B.WALLACE, K.RAVIKUMAR 10/89
D.WILEY 9/89
D.WILEY 9789
D.HILEY 9/09
D.WILEY 9/89
D.WALLER, R. LIDDINGTON 1/80

B.LUISE,B.LIDDINGTON 3/90
ROYER, EENDRICKSN, CHIANCONEL0/89
P.FITIGERALD ET AL. 4/90

T.BLUNDELL ET AL. 5790
VAN DER LAAN, DRENTH, HOL 6/89
X.ELY, J.HERRON, A.EDMUNDSON 5/89

IMMUNOGLOBULIN B-J INTACT MCG(ORTEREMBGC}K.ELY,J.BERRON,A.EDMUNDSON 5789

IMMUNOGLOBULIN B-J INTACT MCG {TRIGONAL}
IGE B-J MCG/BIS-DINITROPHENYLLYSINE
IGG B=J MCG/BETA-CASCMORPRIN-T

IGG B—J MCG/HET-ENKEPBALINY1-ARG-E-PAE-TEGMUNDECH, ELY, RERRN, CHESON

1GG B-J MCG/BIS-DINITROPEENYLLYSINE
*IRSOLIN (PIC,CUBIC]

IRTERLEUKIN 1A(HUMAN}

INTERLEUKIN & (NMR,AVERAGED STRUCTURE)
INTERLEUXIN @ ({NMR,3Q STRUCTURES}
ISOCITRATE DEHYDROGINASE

ISOCITRATE DLHYDROGENASE (PEGSPAORYLATED)EURLEY, KOSHLAND, STROUD

*ISOCITRATE CEBYDROGENASE/HMG ISOCITRATE
*ISCCITRATE DEEYDROGENASE MUTANT {51130}
*ISOCITRATE DEEYDRCGENASE MUTANT {S113L)

K.ELY,J.BLAROH, A.EDHUNDSCH 5/89

*ISOCITRATE DEEYDROGENASE (S113E) /HG ISCTRHURLEY, KOSHLAND, STRCOD 5790

BETA-LACTAMASE (B. LICHEN IFORMI S}
*LEUCINE AMINOPEPRTIDASE{BOVINE LENS)
LYSOBYME (HEN, LOW EUMIDITY, TETRAGONAL)
*METALLOTHICNE TN {RUMAN) (KMR)
*METALLOTHIONETN (RABBIT) {KMR}
*METALLOTHIONEIN (RAT} (MMR)
*METHYLAMINE DEBYDROGENASE
*MOHELLIN (SERENDIPITY BERRY}

HUGCGHOLACTONE ISOMERASE (P .PUTIDA)
MYOGLOBIN

MYOGLOBIN

MYOGLOBIN MUTANT {K4SR,C110A} (HUMAN)
SMYGGLOBIN (SPERM WARLE) /IMIDAZCLE

*HEUROPHYSEN II{BOVINE)}/P-ICDO=F~¥ MMIDE B.

*NEUROTOXIN 1(HMR, AVERAGED STRUCTURE}
SHEQUROTOXIN 1{HMR,8 STRUCTURES)
ONCCHMODULIN (RAT)
BAF D

EDHUNDSOM, ELY, EE, HERROW 1730
EDMUNDSON, ELY, BERRN ,CEESQN 1/30
1790

ECHUNDSCH, ELY, HE, HERROW 1/30
J.BADGER, G, DODSON /90
B.GRAVES, M. HEATADA 11/89
G .CLORE, A .GRONENBORN 3790
C.CLORE, A (GRONENBORN 3790
HURLEY, KOSELAND, STROUD 12783
12/89

BURLEY, KOSHLAKD, STROGD 5/90
S0HL, KGSHLAND, STROUD 5/90
AOURLEY, NOSHLRND, STROUD 5790
P.HOENS, J.XNOX, O.DICEBERS 2790
BURLEY, DAVD, TAYLR, LIPSCCHMB 8750
KOCGANDAPANI, SURESH, VIJAYAN 7/90
K.WUETERICH BT AL. 5/30
K.NULTHRICH ET AL. 5790
X.WUETHRICH ET AL. 5790
F.VELLIEDX, ¥.EOL 6/90
T.JIANG,L.TOHG, S, ~H.KIM €/90
3.KATTI,B.KATS, B.NYCKQFF 11/89
G.PHILLIPS 10/%9
B .SCROENBORN, X.CEENG 10/89
S .HUBBARD 3/50
M. BOLOGNESL ET AL. 6/50
-C.HAKG as90
R.FOGH, R.HORTH $/30
R.FOGH, R.NORTON 5750
F.AEMED ET AL. 4790
A BOLMGREN,C.-I.BRANDEH  12/89
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1PAS PHASEOLIN {FRENCH BEAN} H.LAMRENCE ET AlL. 3/90 ap
1PAI *PROTEYN C INEIBITOR{2 MODELS) L.KUEN,C,F1SBER,J.2AINER  7/90 P
1BUS *PROTEINASE INAIBITOR 1TA{NHR,5 STRUCTRS)X,NUETHRICE ET AL. 5/90 P
2BUS “PROTEINASE INHIBITOR IIA[NMR,MIN AVRGD) K,WUETHERICE EY AL. s5/90 p
1PNP PURINE NUCLEOSIDE PHOSPEORYLASE {HUMAN) 5.EALICK ET AL. 11789 A
5B21 C-BARVEY-RAS P21 PROTEIN/GERNE PAI,WITTINGEOFER, XABSCE  4/90 P
6P21 *C-E-RAS P21 PROTETH -5, KI¥ 5/90 RP
721 sC-R-RAS P21 PROTEIN MUTANT(GLZV) CKIY 5790 RP
BP2) *C-H-RAS P21 PROTEIN/GDP-CP 8.-H.KIH 5/90 P
1REN RENIN A.SIELECKI ET AL, 10/8% E
1R3F RETINOL-BINDING PROTEIN (HUMAN} JOMES , NENOGHER, CONAN 4/90 2
2RN3 RIBGHUCLEASE A{BOVINE) HOWLIN, MOS5, HARRIS, PAIHER 8/89 AP
8RSA  RIBONUCLEASE A/Dr T HACHMAN, A .WLODANER 8/89 2
SRSA REBONUCLEASE A/DU J HACEMAR, A, HLODAWER 8/39 P
1RNE *RIPORUCLEASE H{E.COLI} W.YANG, M. HENDRICKSON TT AL 7/90 5P
4RENT RIBGNOCLEASE T1 MUTANT(HI2A} W.SAENGER, G, KOELLNER 2/90 P
1ANA  RNA{U{UA} 6} A.DOCK-HREGEON 2/50 P
IRUB *RUBISCO [FERM IIT) EISENBERS, SCRREUDER ET AL. 5/30 ¢
4RUB *RUBISCO [FCRM IV) EISENBERS, SCHREUDER ET AL. 5726 P
SRUB RUBIFCO {RHODOSP IRILLUM RUBRUM) SCENEIDR, LINDQVST, LINDOVST 5790 ke
6RUB *RUBISCO{A.RUBRUM) /J-PHOSPROGLYCERATE  T,LINDQVIST,G.SCENEIDER  5/90 P
7RUB *AUBISCO{REODCSP IRILLUM RUBRUM}/COZ/MG++ T.LINDGVIST,G.SCANEIDER  5/90 P
EAXH RUBRECOXIN (DESULFQVIBRIO DESULFURICANS} STERKAMP,SIEKER,JENSEN 1/90 ®
700 *RUBREDOXIN {DESULFGVIBRIO VULSARIS) E.ADMAM, L.SIEKER, L,JENSEN 5/90 AP
35GA “PROTEINASE A|STREPTCHMYCES GRISEUS)/JNHBTA.SIELECKI,M.JAMES 5/90 ?
4SGA *PROTEINASE A(STREPTCMYCES GRISEUS)/INEETA.SIELECKI,M.JAMES 5/90 ®
55GA “PROTEINASE A{STREPTCMYCES GRISEUS)/INHBTA.SIELECKI,M.JAHES 5/90 P
1SCP *SARCOPLASMIC CALCIUM-BINDING PROTEIN W.COOX, 5.IALICK ET AL. 6/90 ap
1SHC STAPH HUCLEASE/CA2+/PDTP P LOLL, B, LATTMAN /89 P
1sHM STAPR HUCLEASE MUTANT {E43D} P.LOLL, B LATTMAN 2790 P
1501 SUBTILISIN BPK’ MUTANT M_NAITLEM, A.ECHARD, J.HOOD 8/89 &
25T1 *SUBTILISIN(BAS) R.BOTT BT AL. 5/90 P
1872 SUBTILISIN(PASON} - R.BOTT ET AlL. 3/90 ®
15DP FE SUPERUXIDE DISHUTASE (PSEUDMNS,OVALIS)STODDARD, RINGE, PETSKO 2/50 F
330D *SUPEROXICE DISMUTASE{BOVINE} J.TAIRER ET AL. 6/90 P
3TAN  TAKA-MM{YLASE (ASPERGILLUS QRYSAE} H.SRIFT ET AL, 3790 Ar
JAIT STENDAMISTAT (NMR) K.NUETHRICE ET Al. 5f99 ¥
1TRX THIORZDOXIN (REDUCED, MR, 12 STRUCTURES} P.MAIGHT ET AL. 1/50 ¥
2TRX THIOREDOXTH (RSCHERICHIA COLI) KATTI, LEMASTER, EXLizD 3/90 2
1TMS THYMIDILATE SYNTHETASE J.FINER-MOORE 4/90 82
17SC THYMIDILATE SYNTHETASE COMPLEX J.FINER-HOORE 4/90 BP
1TPT “TAYMIDINE PHOSEEORYLASE/TEYMINE/504 S.EALICK ET AL. 6790 Ap
IATX *TOXIH ATX IA{SER ANEMOWE) {NMR,8 s-mcmsm WUETHRICE ET AL. 5790 F
STRA TRANSFER RNA(YLAST, SER) A, DOCK-BREGEON 2790 ¢
ITGF *TRANSFORMING GROWTH TACTCR ALFEA(WMR,3) T.KLINT ET AL, 6/90 P
ITGL TAIACYLGLYCEROL LIPASE VANDIEPEN, DEREWENDA BT AL. 2/90 Ap
2TIM TRIDSE PECSPEATE ISCMERASE(TRYPANOSCMA] R.WIERENGA,W.AOL ET AL. 5/90 P
ATIM *TRICSE PEOSPHATE ISCMERASE|SULFATE-FREE)WICRENGA,HOBLE,HSL ET AL. 5/90 #p
1YP1 TRICSE PROSPHATE ISQMERASE (YEAST) T.ALBER,E,LOLIS,5.PETSKO  1/90 P
2YPI TIM({YEAST}/2-PROSPROSLYCOLATE T.ALBER,E.LOLIS,G.PETSKO  1/96 P
JPTI  TRYPSIN INAIBITGR MUTAMT [C30A,C15A} EIGFNBROT, RAHDAL, KOS5 IAKFF 3/90 F
1ETI TRYPSIN IMBIBITOR EETI il (NMR} B.CASTRO ET AL. 1490 F
1TRC TRIC FRAGMENT OF CAIMODULIN L.$JOLIN ET AL. i/98 P
1R09 *"RAINGVIRUS 14/R61837 H.ROSSMANN ET Al. 5/50 F
12HF  ZIRC FINGER (NMR) B WRIGHT 5/89 P
2ZNF ZINC FINGER [NHR, 16 STAUCTURES) SUMMERS, SCUTH, XIM, HARE 3/90
3ENF *ZINC FINGER [NMR,HMININUGH AVERAGED) §.CLORE, A.GROKENBAKN 90 ¥
4ZNF *ZINC FIRGER[NMR,40 STRUCTURES) ©.CLORE, X, GRGKENBORN 90 P
1APD  APOLIPOFROTEIN D (HUMAN) MOOEL M.PEITSCH,H.BOGUSKI 12/89 ¥
1CP1 CYTOTOKIC CELL PRCTEASE | MODZL ¥.HUREBY, H. JAHES 12/89 P
4ZNA DNA (2, GCGCGCGOGCGOROGC) MOOEL ALRNSEVIN, A NAKG 490 2
16F] HRANNUXA FACTOR MODEL M.MURPHY, M. JAMES 12/89 ¢
10HL “DELTA EEMOLYSIN (STAPH.AUREUS) MODELS  G.RAGHURATHAN,H.R.GUY W90 P
RAAPASFT  ACID PROTEASE (R.PEFSIN}/INEIBITOR X.3UGUNA, D.DAVIES 8/89 s
RSAPASF  ACID PROTEASE (R,PEPSIN}/INEIBITOR K.SUGUNA, [, DAVIES 8/89 §
REAPASF  ACID PROTEASE (R,PEPSIN}/INEIBITCR K.SUGUNA, b.DAVIES 8/89 §
RIALLSF *ALEHA-1{SYNTAETIC PEPTIDE} C.AILL ET AL. /90 S
R4CEVSF  CARP PARVALBUMIN KUMAR, LEE, EDWARDS 10/89 §
RICROSF  *CRO/Z0 BASE PAIR DNA CONTAINING OR1 A-MONDRAGCR , 8 . ZARRI SON T!SD s
R1BDNSF  DHA (CSCAARRATCCG) T.STRITZ ET AL. /89 5
R2BDNSP DA (CSCAARANIGCG, BROMINATED} T.STEITE ET AL, 4789 8
R1BCHSF DHA [{GTACGTAC) C.COURSEILLE ET AL. 3/90 5
RSDHRSF  DNA{CCAACGTTGCE) G.PRIVL,R.DICKERSON  3/90 §
RAESTSF  ELASTASE/DIFLUCROKETONEZ INHIBTR COMPLEX E.MEYER JR. ET AL. 5/89 SE
RSESTSF  ELASTASE/BORONIC ACID INAIBITOR COMPLEX E.MEYER JR. ET Al. 5789 58
R3EBXSF  ERMBOTOXIN B{SEA SNAKE) B.LOM ET AL. 1/88 sA
RIPCRSF  FLAVODOXIN {CHOMDRUS CRISPUS} K.FUKOYAMA 2790 8
RAGRISF  GLUTATHICHE RECUCTASE/RETRO-GSSG &.5CHULE, W. JANES /90 §
RITABSF  HEMOGLOBIM {HUMAN, T STATE, PARTIALLY OXY) D.WALLER,R.LIDINGTON 1750 S
RISDESI  BEMOGLOBIN {SCAPEARCA, DIMERIC) H.OYER ET AL. 10/89 8
RELDESF  APO-MA-LACTATE DEAYDROSENASE/CITRATE  M.ROSSHANN ET Ak, 1/88 5
RTLDHSF  LACTATE PEHYDROGEMASE COMELEXES H.ROSSHANN ET Al. 1/88 s
BELDASE  APO-MA=LACTATE REHYDROGENASE{BOGFISE) M.ROSSHANN ET AL. 11/87 §
RILOMSF  LACTATE DERYOROGENASE/MADH/OXAMATE.{COGF)J.GRIFFITH,M.ROSSHANN 11/87 5
RILAPSF *LEUCINE AMINOPERTIDASE{BOVINE LENS) W.LIPSCCMB ET AL, 8/50 28
RILYMSP *LYSOZYHME(BEN ESG-WEITE,1 ATH) C,KUNDROT, F.RICHARDS  5/90 S
RILYMSE LYSOEYME (HEN EGG-WRITE,1000 ATM} €. KUHDROT, F.RICEARDS  5/90 S
RALYMSF SLYSOIYME{HEN, LON HUMIDITY, TETAAGONAL) VIJAYAN Bi AL. 90 5
RINCHSF  MACROMOMYCIN P.¥AN ROEY 9789 &
RZMBSSF HYOCLOBIN HUNES,SCHOENBORN ET AL10/BY S5
RIMMISF  HYOGLOBEIN uu'rm'umsn CLI0A) (EUMAN) £.AUBAARD 390 s
REP2LSF *C-A-RAS P21 PROTE 5.-H.KIH 5/90 SE
R7P21SF  *C-B-RAS P31 nmm HUTANT {G12V) S.-H.XIH 5/90 s3
R8P21SF +“C-B-RAS P21 PAOTEIN/GDP-CP 5.~H.KIN 5790 SH
RIPCYSF  CU-IT PLASTOCYANIR COLLYER,CUSS, FREEMAN  9/89 §
RZPRRSF  PROTEINASE K{TRITIAACEIUM ALBOM LIMBER) BETZEL,PAL,SAINGER 11787 SA
RIPNPSF  PURINE NOCLEOSIDE PHOSPHORYLASE{AUMAN} 5.EALICK ET AL. 11/89 SR
RTRXNSF  “AUBREDOXIN {DESULFOVIBRIO VULZARLS) ADMAN, SIEKER, JENSEN  5/90 §
RISKCSF  STAPH HUCLERSE/CAZ+/PDTP P.LOLL, E.LATTHAN 789 s
RISHMSF  STAPH WOCLEASE HUTANT (E43D) P .LOLL, E.LATTHAN /90 5
RISADSF  *SUPEROKIDE DISMUTASE (BOVINE) J.TAINER ET AL. 6/50 5
RITRCSE  TR2C TRAGMENT OF CALMODULIN L.SJOLIN ET AL. 1750 s
RIRIASF  REENOVIRUS 1A H.ROSSHANN ET AL, 12/08 5
RIRMOSF  RHINGVIRUS MUTANT{{1)C193¥} M. ROSSMANN ET AL. 10/88 s
R2RMUSF  RATNOVIAUS MUTANT{ {1} V1881) M.ROISHANN ET AL. 10/88 §
R2RALSF  RHYNOVIRUS/ANTIVIRAL AGENT 1R COMPLEX  M.ROSSMANN ET AL. 10/88 §
R2RSLSF  REINOVIRUS/ANTIVIRAL AGENT 15 COMPLEX  M.ROSSMANH ET AI. 10/88 s
R2AM2SF  RHINOVIRUS/ANTIVIRAL AGENT 2 CCHMPLEX M.ROSSMANN ET AL. 10/88 5
RZRSISF  RRINOVIRUS/ANTIVIRAL, AGENT 33 COMPLEX M.RUSSMANN ET AL. 10/88 S
R2RO4ST  RHINOVIRUS/ANTIVIRAL AGENT 4 CCMPLEX M.ROSSMANN ET AL. 10/88 §
A2RSSSF  RATNOVIRUS/ANTIVIRAL AGENT 55 COMPLEX H.ACSSHANN ET AL. 16788 §
RZROESF  RHINOVIRUS/EMTIVIRAL ASENT 6 CCHMPLEX H.ROSSHANN ET AL, 10/88 §
RZAOTSF  REINOVIRUS/ANTIVIRAL AGENT 7 COMPLEX  H.RCSSMANN BT AL, 10/88 s
RIROBSF  RHINOVIRUS/ANTIVIAAL ASENT 8 COMPLEX M. ROSSMANN ET AL. 10/88 §
RLACPMR  $AGYL CARAIER PROTEIN{3MR,2 MODELS) 3, PRESTESARD, Y. KIM ZELR
R2BDSMR  *30S-I(SEA ANEMONE) (NMR, 42 STRUCTURES) CLORE,DRISCQLL, GRNMBRN11/88 M
R2CBEMR  *CELLOBIOHYDROLASE 1 (HMR,41 STRUCTURES) G.M.CLORE,A.GRONLNBORN 5/83 M
RICATMR  *CHARYBDOTCXIN {KMR) HSSFSX, RDFLD, ERE, MILLR 6/50 M
RICSAMR *CCHMPLEMENT CSA{DES-ARG) (NMR} M.WILLIAMSCN, V.MADISON 6790 M
RID1SMA  *DNA(CATCCATG) {HMm) J.BALEJA, B, SYHES 8/90 H
RID1SMR  *DHA (STACGTAC}H (HMR} J.BALEJA, B. SYKES 8/50 M
RIDZ0MR  *DRA [TCTATCACCG) {NMR) J.BALEJA, B. SYKES 8/50 H
RIILEMR *INTERLEUKIN 8 {NMR) G.CLORE,A.GRONENBORN 3780 M
R2EIRMR *AIRUDJN (NMR,32 SRUCTURES) CLORE,GRONENDORN ET AL12/BE M
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RIMBUMR
RIMRBHR
RIMATMR
R1SEIMR
R1BUSMR
RZRITHR
R1NTXHMR
RIETIMA
R1lzwrHR
RIZHTHR

*METALLOTHIONEIN {HUMAN} [NME)
*METALLOTHIONETH {RABBI') (MR}
*METALLOTAICNEIN {RAT) {KMR)
"NEDRUICXIN 1 {NMR}

*PROTEIMASE INRIDITOR EFEA{HMR)
ATERDAHISTAT {NMR, 3 $TRUCIURES)
YTOXTH ATX IA{SER ANEMOWE} {NMR)
STRYPSIN IHAIBITOR EETI II{NMR}
“EIHC TINGER (HMR)

*EINC FINGER (NMR)

K.NUETHRICH ET AL.
K. WUETHRICH ET AL.
K.WUETARICH ET AL,
R.FOGH, R.NORTOR
K.WUETHRICH ET AL,
K.WUETHRICH ET AL.
K.NUEZERICH ET AL.
B.CASTRO LT AL.
P.NRIGRT

@ .CLORE, A.GRONENBORN

5790
5/90
5/90
5790
5/50
5/89
5/90
1/90
3/89
50

CELEE 111

0LZG

OLES

*  HENW CR REPLACEMENT ERTRY SINCE APR-1930 KEMILETTER

STATUS CCRES

ALPAA CARBOW ATOMS ONLY
BACKBONE ONLY
EOLD FOR DELAYED RELEASE AS REQUESTED BY DEPOSITOR
HMR RESTRAINTS AND OTHER NHMR EXPERIMENTAL DATA
NEW ENTRY AMAITING APPROVAL BY DEPOSITOR
IR PREPARATIOH
REPLACEMENT YOR ENTRY IN TABLE &5
STRUCIURE FACTORS
TABLE 7.

PROTEIN DATA BANK, BIBLIOGRAPEIC ENTRIES (NO COORDINATES)

- 15-JUL-1990

ACID PROTEINASE (ENDOTHIA PARASITICA)
ACYL~-COA DEBYDACGENASE

ADENYLATE KINASE-1,P5-DI{ADEHOSINE~5 {ZRIME) -} PERTAP BOSPHATE
ADENYLATE KINASE

AGGLUTININ (WAEAT GERM, ISOLECTIN 1}

ALDOLASE A

ANTIFREEIE POLYPEPTIDE (ANT) (HPLC-6)

APOFERRITIN (ECRSE}

MITOCAONDRIAL ASPARTATE AMINOTRANSEERASE

ASP cA ERASE

ASPARTATE CARBAMOYLTRAHSFERASE-CARBAMOYL PHOSPEATE-SUCCINATE COMPLEX
BARNASE {BAGTLLUS AMYLOLIQUEFACIENS)
ALPAA-BUNGAROTOXIN

CALCIUH-BINDING PARVALBUMIN - TERBIUM CCMPLEX
CALOTAOPTH DI {CALUTROFIS GIGANTER}

CARBOXYPEFTEDASE A{ALPAA} /GLYCYL-L-TYROSIHE (-9 DEGREES C)
CARDIOUTOXIN VIT4

CATAROLITE GENE ACTIVATOR PROTEIN §1
D-ALANY1~D-ALANTNE PEPTIDASE({iN2+ G PEPTIDASE}
GAMMA~CHYMOTRYP STN/ 3-BENZ YL~ 6—CELORO-2-PYRONE
GAMMA-CHYMOTRYPSIN = INACTIVATOR COMPLEX

COLICIN A [CrTERMINAL DOMATN}

COHCRNAVALIN A(DEMETALLIZED}

CYSTATIN

CYTOCHRCHME C PEROXIDASE CCMPOUND I

CYTOCRAGME €555 {CHLOROBIUM THIOSULFATOPAILUM}
CYTCCHAGME P450CAM{SUBSTRATE~-FREE)

DEQXYREBONUCLERSE I [DNASZ I}

DES-ARGTT-CIA ANAPHYLATOXTH

DIHYDROPOLATE REDUCTASE-FOLATE COMPLEX

R67 DIRYDROTOLATE REDUCTASE (ESCHERICEIA GOLI)

DA {CGCAARTTCGCG, SYNTAETIC)

DNA {€GCGARTTAGCG, SYNTHETICH

DNA (GCGTACGC, SYNTHETIC) COMPLEX WITH TRIOSTIN

DNA (GGEGTCCC, SYNTHETIC)

DHA [G&TATACC)

DHA, (GSHUAHUACT)

DHA (A, GIGCCTCE, SYNTHETIC)

ELASTASE~ (THR~PRO-HVAL-NHELEU~TYR-THR) COMPLEX AT 19 DEGREES KEZLVIN
ELASTASE-MEC-$UC-ALA-ALA-PRO-VAL CHLORCMETHYS, XETGHE
ELASTASE, COMPLEX WITH THO HOLECULES OF ACE-ALA~PRO-ALA
ELASTASE COMPLEX{P1G}

EXDTOXIN A(PSRUDUMONAS AERUGINOSA)

FAB{16G P1,3} COMPLEX WITH LYSOSYME

FERAEDOXIN I(APHAROTHECE SACRUM)

FERREDOXIN I

FLAVOCYTOCHROME B2

FLAVODOXIN (CXIDIZED, AHACYSTIS NIDULANS)

FLAVODOXIN [RECOCED, CLOSTRIDIUM MP)
D-GALACTOSE-BINDING PROTEIN {2SCAERICATA COLI}
GLUTAMINE SYNTHETASE {SALMOHELLA TYPHIMURIOM}
EAEMAGGLUTININ (MUTANT D1112G}-SIALIC ACID COMPLEX
EAEMAGGLUTININ (MUTANT G146D)

HAEMACGLUTININ {MUTANT L2260}

HAEMACGLUTIMIN {MUTANT L226Q}-SIALIC ACID COMPLEX
HEAVY RIBOFLAVIN SYNTBASE

HEMOCYANIH {PANULIRUS INTLRRUPTUS)

HEMOGLORIH {COBALT, DEOXY)

HEMOGLOBIN {GLYCERA DIBRANCHIATA}

HEMOGLORIH (T STATE, HOMAN)

IMMUNCGLOBULIN, BENCE-JONES FRAGMENT (NAPPA} AU
IMMUNCGLOBULIN, BENCE-JOHES FRAGMENT (V-HONOHER, RAPPA) ROY
IMHUNOGLOBULIN G1({KAPPA)} DOB

INSULTH {EUMAN}

INSULIN {PORCINE}

INSULIN {FORCINE}

DESPERTAPEPTIDE INSULIN (BELT)

INSULIN {2%H-INSULIN $EEENOL}

INTERLEUKIN-2

INTESTINAL FATTY ACID-REINCING PROYEIN
LIPOVITELLIN-FEOSVITIN COMPLEX

LYSOZYME G (GOOSE-TYPE)

LYSOZYME (EMBDEN GOOSE)

LYSOBYME(ZEN EGG-NAITE,NEUTRON STUDY)

AERREXTZRIITT

July 1990

LYSOSYME {HEN LGG-WEITE, DEUTERATED ETAANOL)
LYSOIYME (EEN EGG-WRITE, BICH—'PEMPERATURE}
LYSOZYME {STREPTCHMYCES ERYTHRAEUS}

LYSOZYME (TORTRISE ECG-WHITE)
BETAZ-MICROGLOBUL IH

MITOCEONDRIAL MALATE DERYDROGENWASE (PCRCINE}
MUCORATE LACTOWISING ENZYME (MUCOHATE CYCLOISOMERASE I+I)
HYOGLOBIK (SPERH WRAALE,MET, TEMPERATURE STUDIES)
HYOGLOBIN (SPERM WHALE,MET,NEUTRCH STUDY)
PAPAIN=E-64 COMPLEX

PHOSPBOGLUCCHUTASE (RABBIT)

PEOSPEORYLASE A (RABBIT)

PEOSPEORYLASE B {RABBIT)

C-PHYCOCYANIN {ACMFNELLUM QUADRUPLICATUM)
PIKE 4 {DOT) 10 FARVALBUMTIN BETA

PLATELET FACTOR 4

PROZEROMBIN FRAGMENT 1(BOVINE}

REACTION CENTER

RELAXIN (PORCIRE) MODEL

RENIN

RIBONUCLEASE A[BOVINE)

RIBONOCLERSE A{BOVIKE) COMPLEX NITH DHA {ARRA)
RIBONUCLEASE (BOVINE SEMINAL)

AIBCWUCLEASE BI (BINASE)

RIBCNUCLEASE ST (STREPTOMYCES ERYTHREUS)
RIBOSOMAL PROTEIN L30

RICIH [RCAII)

STAEPTAVIDIN-BICTIH CCHMPLEX

SUBTILISIN {BAS}

SUBTELISIH {BASOX} (PERONIDE-CXIDIZEL)
SULYATE-BINDING PROTEIN

PE=-SUPEROXIDE DISHUTASE (ESCHERICHIA COLI}
FE-SUPEROXIDE DISHUTASE (FSECDCHMONAS GVALISH
MN~SUPEROXIDE DISHUTASE {THERMUS THERMCPAILUS)
THERAITASE

THERMITASE-EGLIN C COMPLEX

THIOREDOXIN (AACTERIOPHACE 'T4)
INETIATCR TRANSFZR RNA(E. CCLI, F/MET)
TRANSFER RHA{YEAST, FHE)

METEIONYL TAAMSFER RNA SYRTHETASE
TRANSFERRIN (DIFERRIC}
TRIMETAYLAMINE DERYOROGENASE

TRIOSE FHOSPAATE [SOMERASE{SACCEARCMYCES CEREVISIAE)
TRE REPRESSCR-OPERATOR COMPLEX

BETA TRYPSIN-TRYPSIN INAIBITOR I
ADEROVIRUS TYPE 2 HEXOM (ADZ)

VIRUS PROTEIN DISN{TOBACCC MOSAIC}H

*  HEW OR AEPLACEMENT ENTRY SINCE APR-1990 NZWSLETTER

TABLE 6. CORRECTIONS TO COORDINATE ENTRIES AND PROGRAMS

15-J4L~1990
CORRECTICNS TO ENTREES MAY BE CBTAINED IN ONE OF TWO WAYS —
A. CRDER CORRIOFI. TEERE I3 NG CHARGE FOR TEIS MICROFICHE
WAICH CONTATHS A LISTING OF ALL CORRECTIONS APFLIED IN
THE LAST THREE MONTHS,
B. ORDER A NEW COPY CF DATAPRTP.
TEE FULLOWING DATA JETS HAVE EAD CORRECTIONS -APPLIED. PLEASE CONSULT

A COPY OF TEE PROTEIN DATA BANK ATOMIC COORDINATE AND BIBLICGRAPRIC
ENTRY FORMAT DESCAIPTION FOR A TULL DESCAIPTICH OF REVDAT RECONDS.

REVDAT 6  15-JUL-90 3SGBE 1 ELADER
REVDAT 3 15-JUL-90 1FBJB 3 CBSLTE
REVDAT 2 15-J0L-9D 1DMEA 3 ATOM
REVDAT 4 15-JUL-90 1ETUC 1 HET FORMUL
REVDAT 3 15-J01-30 1HLAB 1 REMARK
REVDAT 3 15-JUL-90 1PFXB 1 RIMARK
REVDAT 2 15—JUL-90 1ROBA 1 REMARK
REVDAT 2 15-0UL-80 1RMUA 1 REMARX
REVDAT 3 15~JUL~90 2PFXB 1 JRKL
REVDAT 2 15-JUL-90 2RO4A 1 REMARK
REVDAT 2 15=-JUL-90 ZRO6A 1 REMARK
REVEAT 2 15-JuUL-90 2ROTA 1 REMARK
REVGAT 2 15-JUL-50 2RMzZA 1 REMARK
REVDAT 2 15=JUL-90 2RMOA 1 REMARK
REVDAT 2 i15-JUL-S0 2AR1A L REHARK
REVDAT 2 13-JUL-90 2RS1A 1 REMARK
REVDAT 2 15«JUL-50 2RSIA 1 REMARI
REVDAT 2 15—JUL-30 2R85A 1 REMARK
REVDAT 3 15-JUL-30 3PFXB 1 REMARX
REVDAT 3 15-JUL-30 4PFXB 1 REMARX
RAEVDAT 5 15-JuL-90 4REVD 1 REMARX
REVDAT 3 15-JUL-90 5PrXB 1 REMARX
REVDAT 2 15-JUL-90 ZRUBA 1 HERDER
REVDAT 2 15-JUL-90 2PEPA 3 OBSLTE
REVDAT 2 15-0UL-3¢ ZPLVA 1 REMARK

‘THE FOLLOMING DATA SET3 HAVE BLEN REPLACED

OLD MNEW

ENTRY ENTRY
CBSLTE 15-JUL-30 1FBJ 2FBJ
CBSLTE 15-JUL-%0 ZPEF SPEP

THERMOLYS IR (BACILLUS TBERMOPROTEOLYTICUS} COMPLEX WITH P-LEU~NH2
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Protein Data Bank Brookhaven Order Form July 1990

Name Date

Address Telephone
Electronic Mail
FAX Number

Check or written purchase order must be made payable to Brookhaven National Laboratory (see Entering an Order)
Items to be ordered (prices are valid until September 30, 1990)

MAGNETIC TAPE items from Table 1:

DATAPRTP (includes all coordinate entries)

6250 cpi 1600 cpi TKS0 60 Mbyte 150 Mbyte

VAX/VMS BACKUP L1$294 [lsa10 [1$380

VAX/VMS COPY C1$333 Cis410 Cl$380

Unlabelled ASCII [1$333 CIs410

Unlabelled EBCDIC [13$333 L1s410

IRIS cariridge TAR tape Cs$391 323
PDBPGMTP

VAX/VMS COPY CI$204 %294 [1$317
STRUCTURE FACTOR TAPES each tape ordered costs $294

CINONSTITP [ INONST2TP CINONST3TP CINONST4TP

CINONSTSTP LINONST6TP [INONST7TP CINONSTSTP

Choose one format for STRUCTURE FACTOR. tapes
Unlabelled ASCII Od6250cpi  [J1600 cpi
Unlabelled EBCDIC Cle250cpi 11600 cpi

MICROFICHE items (from Table 2), Each microfiche item costs $380, postage included. Comection fiche are free.
List Items requested:

PRINTED LISTINGS . Each entry costs $85, postage included.
IDENT Code(s) (from Table 5) requested:

Please total all the charges applicable to this order. All prices are expected to be valid through Septeimber 30, 1990.
After that date please confirm prices.

Bank charges ($40 if check not in U.S, dollars drawn on U.S. bank, otherwise no charpe )
Foreign air mail charges (charge of $19 per tape item mailed outside U.S. and Canada)
Magnetic tape charges:
Microfiche charges:
Printed listing charges:

TOTAL COST:

(continued on the next page)
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Protein Data Bank Brookhaven Order Form July 1990

DOCUMENTATION desired (no charge)

[ Introduction to the Protein Data Bank (January 1990)

[ Latest Newsletter

(L] Atomic Coordinate and Bibliographic Entry Format Description for DATAPRTP and DATAPRFI (March 1989)
I Cumrent DATAPRTP Directory

[1Sources of Visual Aids for Macromolecular Structure (January 1989)

[ Non-Standard Entries (Structure Factars ) Format Description

Obata Deposition Form

SPECIAL ORDER items (described in Table 1) requested. Please inquire at Brookhaven for availability and price.

YEARSB9TP CONECTTP DSTNCETP
PARTO0TP DGPLOTTP FISIPLTP
BENDERTP DIHDRLTP PHIPSITP

ENTERING AN ORDER:

* Brookhaven requires the following before service is provided
—Check or purchase order payable to BROOKHAVEN NATIONAL LABORATORY

__Completed Order Form,
__Self Addressed Label

If using facsimile, the original order form and purchase order or check must also be sent to Brookhaven by mail.
» Please send the required items to

BROOKHAVEN NATIONAL LABOCRATORY
Chemistry Department - Bldg. 555

Ms. F. C. Bemstein

Upton, New York 11973 USA

Telephone: 516-282-4382
Facsimile: 516-282-5815

To ensure proper handling, it is advisable for users to send an additional copy of this order form directly to
Brookhaven; experience shows that purchasing departments often do not forward a copy of the order form.
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