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The current PDB release includes 25 new atomic coordinate entries (see Table 5) and 47 new bibliographic entries (no
coordinates, see Table 7). Altogether, 459 atomic coordinate entries and 126 bibliographic entries are now available;
DATAPRTP has grown to 85 Mbytes in size.

Atomic coordinate and structure factor entries in preparation for future release are listed in Table 6. Please note that the
PDB will withhold entries from release for a limited time period if this is specified by depositors. Entries being held for delayed
release are now flagged with "H" in the table.

A database of bibliographic references and crystallographic coordinates for oligonucleotides with two or more bases (Nucleic
Acid Database - NDB) developed by F.J. Manion, J.A. Hardiman, R.K. Stodola, W.P. Wood and H.M. Berman now is available
on PDBPGMTP (see Table 3). The interactive query program NDB is set up to run on VAX computers under VMS. Also
included in the new PDBPGMTP is the DNA helix analysis program library, NEWHELIX, from R. E. Dickerson. The library
contains the following programs: modified version of MODHELIX by D. Rabinovich, K. Reich and Z. Shakked, HELIX by
J. M. Rosenberg and BROLL, CYLIN and DTORAN by R. E. Dickerson.

The PDB Brookhaven order form, included as the last two pages of this newsletter, is newly revised. Please note that prices
are increased slightly for the new fiscal year which began on October 1. We are now able to distribute DATAPRTP on 1/4"
IRIS TAR tapes (two 60 Mbyte capacity cartridges). To order IRIS cartridges, just check the appropriate box on page 1 of the
order form.

We are pleased to announce that the National Center for Supercomputer Applications at the University of Illinois at
Urbana-Champaign has become an on-line DATAPRTP distributor. Also, the NIH Prophet system has resumed providing
on-line service. Prophet’s workstation software includes tools for indexing, displaying, and analyzing 3-dimensional structures
from data files in PDB format. On-line access to DATAPRTP is now available through seven centers as listed below:

CAN/SND, Canadian Scientific Numeric Data Base Service , Ottawa

contact  Roger Gough telephone  613-993-3294 e-mail CANSND@NRCVMO1
CAOS/CAMM, Dutch National Facility for Computer-Assisted Chemistry, Nijmegen

contact  Jan Noordik telephone  0031-080-613386 e-mail CAOS@HNYKUNS52

EMBL, European Molecular Biology Laboratory, Heidelberg, FRG

contact  Peter Rice : telephone  0049-6221-387-247 e-mail RICE@EMBL

NCSA, National Center for Supercomputing Applications, University of Illinois at Urbana-Champaign
contact  Terrance Reno telephone  217-333-8641 e-mail 12550@NCSAANCSA.UIUC.EDU
Pittsburgh Supercomputing Center

contact  Hugh Nicholas telephone  412-268-4960 e-mail NICHOLAS@CPWPSCA
Prophet, BBN Systems and Technologies Corp., Cambridge MA

contact Wayne Rindone telephone  617-873-2669 e-mail PROPHET-HELP@BBN.COM
SEQNET , Daresbury Laboratory, Warrington, UK

contact  User Interface Group telephone 0925 603351 e-mail UIG@DARESBURY.AC.UK

The established PDB centers continue to provide their full range of services. Inquiries may be addressed as shown below.
The order form on the last two pages of this newsletter may be used to order data from Brookhaven. It is possible to placea
standing order for each quarterly DATAPRTP release; anyone interested in placing such a standing order should contact Frances
Bemstein. Please note that the order form should be used only for Brookhaven orders; users in Japan or Australia should contact
their centers for detailed information.

Area Address of Center BITNET (BNL Only) Name Phone
Worldwide Protein Data Bank PDB@BNLCHM Inquiﬁes 516-282-4382
except Chemistry Department ABOLA@BNLCHM E. E. Abola 516-282-4383
Australia Brookhaven National BERNSTEIN@BNLCHM F.C.Bemstein 516-282-4382
and Japan Laboratory P. A. Esposito  516-282-4382
Upton, NY 11973 KOETZLE@BNLCHM T.F.Koetzle  516-282-4384
USA WENG@BNLCHM J.C. Weng 516-282-3629
Australia CSIRO Division of Biotechnology P. Davis 03-342-4326

343 Royal Parade, Parkville
Victoria 3052, Australia

Japan Institute for Protein Research Y. Katsube (06) 877-5111
Osaka University : ext. 3912
Yamadaoka, 3-2 Suita,
Osaka 565, Japan

Supported by the U. S. National Science Foundation and U. S. National Institutes of Health.
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TABLE 1. PROTEIN DATA BANK, INFORMATION AVAILABLE ON MAGNETIC TAPE
26-0CT-89
CODE ITEM AVAILABILITY
USA JAP AUS
DATAPRTP ALL CURRENT COORDINATE ENTRIES (TABLE 5), COMPUTER X X X

PROGRAMS (TABLE 3, PART A), AL

L CURRENT BIBLIOGRAPHIC

ENTRIES (TABLE 7 - NO COORDINATES IN BIB ENTRIES)

YEAR88TP NEW OR REVISED COORDINATE ENTRIES FOR 1988 X
PART89TP NEW OR REVISED COORDINATE ENTRIES FOR 1989 (TO DATE) X
PDBPGMTP COMPUTER PROGRAMS AND MISCELLANEOUS FILES X
(TABLE 3, PARTS A AND B)
NONST1TP STRUCTURE FACTOR HOLDINGS (TABLE 4 - PART 1) X X
NONST2TP STRUCTURE FACTOR HOLDINGS (TABLE 4 - PART 2) X X
NONST3TP STRUCTURE FACTOR HOLDINGS (TABLE 4 - PART 3) X X
NONSTATP STRUCTURE FACTOR HOLDINGS (TABLE 4 — PART 4) X X
NONSTSTP STRUCTURE FACTOR HOLDINGS (TABLE 4 - PART 5) X X
NONST6TP STRUCTURE FACTOR HOLDINGS (TABLE 4 - PART 6) X x
NONST7TP STRUCTURE FACTOR HOLDINGS (TABLE 4 - PART 7) X X
BENDERTP PARAMETERS FOR BENT-WIRE MODELS X
BLDKITTP MODEL BUILDER’S KIT PLEASE INQUIRE AT US CENTER
CONECTTP CONNECTIVITY SPECIFICATIONS FOR ALL ATOMS X
DGPLOTTP DIAGONAL PLOTS (LINE PRINTER) X
DIHDRLTP COMPLETE TORSION ANGLES X
DSTNCETP CONNECTIVITY SPECIFICATIONS WITE DISTANCES X
FISIPLTP PHI/PSI PLOTS (LINE PRINTER) X
PHIPSITP LISTS OF PHI/PSI/CMEGA VALUES X
* NEW OR REPLACEMENT ENTRY SINCE JUL-89 NEWSLETTER
TABLE 2. PROTEIN DATA BANK, INFORMATION AVAILABLE ON MICROFICHE
26-0CT-89
CODE ITEM AVAILABILITY
USA JAP AUS
DATAPRFI ALL CURRENT COORDINATE ENTRIES (TABLE 5), COMPUTER X
PROGRAMS (TABLE 3, PART A), ALL CURRENT BIBLIOGRAPHIC
ENTRIES (TABLE 7 - NO COORDINATES IN BIB ENTRIES)
YEAR88FI NEW OR REVISED COORDINATE ENTRIES FOR 1988 X
PART8SFI NEW OR REVISED COORDINATE ENTRIES FOR 1989 (TO DATE) X
CORR27FI *LIST OF CORRECTIONS NO. 27 (JUL/89 - oc'r/as) X X X
NONSTI1FI STRUCTURE FACTOR HOLDINGS (TABLE 4 - T 1) X X
NONST2FI STRUCTURE FACTOR HOLDINGS (TABLE 4 - PA.RT 2) X X
NONST3FI STRUCTURE FACTOR HOLDINGS (TABLE 4 - PART 3) X X
NONSTAFI STRUCTURE FACTOR HOLDINGS (TABLE 4 - PART 4) X X
NONSTSFI STRUCTURE FACTOR HOLDINGS (TABLE 4 - PART 5) X X
NONST6FI STRUCTURE FACTOR HOLDINGS (TABLE 4 - PART 6) X X
NONST7FI STRUCTURE FACTOR HOLDINGS (TABLE 4 - PART 7) X X
BENDERFI PARAMETERS FOR BENT-WIRE MODELS X
BLDKITFI MODEL BUILDER’S KIT PLEASE INQUIRE AT US CENTER
CONECTFI CONNECTIVITY SPECIFICATIONS FOR ALL ATOMS X
DGPLOTFI DIAGONAL PLOTS (LINE PRINTER) X
DIHDRLFI COMPLETE TORSION ANGLES X
DSTNCEFI CONNECTIVITY SPECIFICATIONS WITH DISTANCES X
FISIPLFI PHI/PSI PLOTS (LINE PRINTER) X
PHIPSIFI LISTS OF PHI/PSI/OMEGA VALUES X
* NEW OR REPLACEMENT ENTRY SINCE JUL-89 NEWSLETTER
TABLE 3. PROTEIN DATA BANK, COMPUTER PROGRAMS AND MISCELLANEOUS FILES
26-0CT-89
NAME PURPOSE AUTHOR(S) REV DATE/
SUPPORTED
PART A - AVAILABLE ON DATAPRTP, DATAPRFI, PDBPGMTP
BENDER PARAMETERS FOR BENT-WIRE MODELS G.WILLIAMS 4/82 YEs
BLDKIT MODEL BUILDER’S KIT E.ABOLA 2/84 YES
BRUKTP MAKE VAX/VMS FILES FROM PDB TAPE H.BOSSHARD 8/85 NO
CONECT GENERATE FULL CONNECTIVITY F.BERNSTEIN 7/89 YES
CONTCT INTERMOLECULAR CONTACTS L .ANDREWS 5/83 NO
DGPLOT DIAGONAL PLOTS ON PRINTER E.SWANSON, F .BERNSTEIN 1/83 YES
DIHDRL COMPLETE TORSION ANGLES E.ABOLA 3/80 YES
DRCTRY DIRECTORY OF PDB DISTRIBUTION TAPE E.ABOLA 7/86 YES
DSTNCE CALC DISTANCES FROM CONECT RECORDS F.BERNSTEIN 8/82 YES
FISIPL PHI/PSI PLOTS ON PRINTER F.BERNSTEIN 5/79 YES
LsM COLOR-CODED ALPHA-CARBON MODELS R.MATELA, R.FLETTERICK 3/82 NO
NAMOD  BALL-AND-STICK MODEL DISPLAY Y.BEPPU 4/89 NO
PHIPSI MAIN-CHAIN TORSION ANGLES ANDREWS, WILLIAMS, BERNSTEIN 2/79 YES
REFMTE REFORMAT DATA FOR SUPERTAB, SUPERB  L.RELLICK, J.DUANE 12/83 NO
STEREO EXTRACT X,Y,2 FROM STEREO DIAGRAMS M.ROSSMANN 6/79 NO
TAPDIR PRINT DIRECTORY OF TAPE CONTENTS H.BERNSTEIN, F.BERNSTEIN 11/79 YES
THEOD  MEASURE COORDINATES WITH THEODOLITE L.LEBIODA 1/82 NO
TORSRU COMPLETE TORSION ANGLES G.REEKE 10/79 NO
TOTALS VALIDATION OF MASTER RECORD L.ANDREWS, F .BERNSTEIN 3/82 YES
PART B - AVAILABLE ON PDBPGMTP
ALB SECONDARY STRUCT. CALC.,PREDICTION A.FINKELSTEIN,O.PTITSYN 10/85 NO
CRYSTAL DATA BASE-PROTEIN CRYSTALLIZATION G.GILLILAND 12/84 NO
NDB *NUCLEIC ACID DATA BASE + PROGRAMS H.BERMAN ET AL. 9/89 NO
NEWHELIX*DNA HELIX ANALYSIS R.DICKERSON ET AL. 6/89 NO
TABLES  DISPLAY SPACE-GROUP SYMMETRY IN 3D C.ABAD-ZAPATERO,T.O’DONNELL12/87 NO

*

NEW OR REPLACEMENT ENTRY SINCE JUL-89 NEWSLETTER

SUPPORTED PROGRAMS ARE THOSE FOR WHICH STAFF OF THE PROTEIN DATA BANK WILL
PROVIDE CORRECTIONS FOR DEMONSTRATED ERRORS.

TABLE 4. PROTEIN DATA BANK, STRUCTURE FACTOR HOLDINGS
26-0CT-89
IDENT
CODE MOLECULE DEPOSITOR
PART 1 - AVAILABLE ON NONST1TP, NONST1FI
RIACTSF  ACTINIDIN E.BAKER
CHYMOF ALPHA-CHYMOTRYPSIN (TOSYL) D.BLOW
RCARPO4  CALCIUM-BINDING PARVALBUMIN R.KRETSINGER
RCARPOS  CALCIUM-BINDING PARVALBUMIN R.KRETSINGER
R2BSCSF CYTOCHROME BS F.S.MATHEWS
R3CYTSF  CYTOCHROME C (ALBACORE, OXIDIZED) T.TAKANO, R.DICKERSON
RACYTSF  CYTOCHROME C (ALBACORE, REDUCED) T.TAKANO, R.DICKERSON
RCYC5501 CYTOCEROME C550 R.TIMKOVICH
R1ZNASF  DNA(Z (PRIME), CGCG, HIGH-SALT, SYNTHETIC} H.DREW, R.DICKERSON
RIBNASF  DNA (B, CGCGAATTCGCG, SYNTHETIC, 290 K) H.DREW, R.DICKERSON
RGPDO4 GLYCERALDEHYDE-3-P-DEHRYDROGENASE (LOBSTR}M.ROSSMANN
R2GPDSF  APO-GLYCERALDEERYDE-3-P-DERY M.RC
R2MHBSF  HEMOGLOBIN (HORSE, AQUO MET AND CO) LADNER, HE IDNER, PERUTZ
RIFDHSF  HEMOGLOBIN (HUMAN, FETAL, DEOXY) J.FRIER

RHUMDEHO02 HEMOGLOBIN (HUMAN,DEOXY)

M.PERUTZ,G.FERMI

DATE/
CODE

ixkl
4/73
2/174
2/74
12/77
7/80
7/80
4/76
1/81
1/81
8/15
12/79
6/80
6/80
5/75

SF
SF
SF
SF
SF
SF
SF
SF
SF
SF
SF
SF
SF
SF
SF
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LAMPRY1
RLDHO6
RLDHO7
RSLDHESF
R1LZHSF
R2LZHSF
RMETMYSF1
RDEMYSF1
R4TNASF

PART 2 -
RICCRSF
R351CSF
R451CSF
R1ANASF
R1ANAP2
R2BNASF
R3BNASF
R4BNASF
RSBNASF
R1GAASF
RI1GASSF
R1BMQSF
R1HMZSF
R2INSSF
RI1LH1SF
R2LH1SF
R1LH2SF
R2LH2SF
R1LH3SF
R2LH3SF
R1LB4SF
R2LH4SF
RI1LHSSF
R2LHSSF
R1LA6SF
R2LH6SF
R1LH7SFR
R2LA7SF
RI1LYMSF
RIMLTSF
R1OVOSF
R2BP2SF
RI1PYPSF
RIRN3SF
R3TLNSF
R2PTNSF
R1TPOSF
R3PINSF
R3PTBSF
RI1TPPSF
R4PTISF
R2PTCSF
R1TPASF
R2TGASF
R1TGCSF
R1TGTSF
R2TGTSF
R2TGPSF
R3TPISF
R2TPISF
R1TGSSF

R2GCHSF
R2C2CSF
R3C2CSF
R2ANASF
RE6BNASF
R7BNASF
RIFX1SF
R1GP1SF
R2HHBSF
R1HHOSF
RIMCPSF
R2MCPSF
R1PFCSF
R1LZTSF
RI1MBOSF
R20VOSF
R1PPDSF
R3RP2SF
RSPTISFX
RSPTISFN
RSRSASFX
RSRSASFN
R5RXNSF
R2VSBSF
R4SBVSF

R1VP1SF

PART 5 -

RIMEVSF

PART 6 -
R3APRSF
RIDNASF
R1DNHSF
R3DNBSF
R1D16SF
R3ANASF
R3ESTSF
R3INSSF
R1PFKSF
R2PFKSF

HEMOGLOBIN (LAMPREY) HENDRICKSON, LOVE, KARLE 5/73

APO-M4-LACTATE DEHYDROGENASE (DOGF ISH} M.ROSSMANN 8/15
LACTATE DEHYDROGENASE/NAD/PYRUVATE M.ROSSMANN 8/15
LACTATE DEHYDROGENASE/S-LAC/NAD (PIG) U.GRAU, M.ROSSMANN 1/81
LYSOZYME (HEN EGG-WHITE, MONOCLINIC) C.BLAKE,D.RICE 6/81
LYSOZYME (HEN EGG-WHITE, ORTHORHOMBIC) C.BLAKE,D.RICE 6/81
MYOGLOBIN (SPERM WHALE, MET) T.TAKANO 6/76
MYOGLOBIN (SPERM WHALE, DEOXY) T .TAKANO 6/76

‘TRANSFER RNA (YEAST, PHE) A.JACK, J.LADNER, A.KLUG 6/80

AVAILABLE ON NONST2TP, NONST2FI

CYTOCHROME C (RICE) H.OCHI,N.TANAKA 3/83
CYTOCHROME C551 (OXIDIZED) T.TAKANO, R.DICKERSON  9/81
CYTOCHROME C551 (REDUCED) T.TAKANO, R.DICKERSON  9/81
DNA (A, D-IODO-CCGG) SPACE GROUP P 43 21 2 B.CONNER, R.DICKERSON  6/82
DNA (A, D-IODO-CCGG) SPACE GROUP P 21 B.CONNER, R.DICKERSON  6/82
DNA (B, CGCGAATTCGCG, SYNTHETIC, 16 K) H.DREW, R.DICKERSON 11/81

DNA (B, 9-BR-CGCGAATTCGCG, 20 DEG C)
DNA (B, 9-BR-CGCGAATTCGCG, 7 DEG C)

KOPKA, FRATINI, DICKERSON2/82
KOPKA, FRATINI, DICKERSON2/82

DNA (B, CGCGAATTCGCG, SYNTHETIC) /CISPLATIN WING, PJURA, DREW, DCKRSN 8/83
GLUTAMINASE-ASPARAGINASE (ACINETOBACTER) H.AMMON 12/82
GLUTAMINASE-ASPARAGINASE (PSEUDOMONAS 7A)H.AMMON 12/82

HEMERYTHRIN (MET)

HEMERYTHRIN (AZIDO,MET)

INSULIN (BOVINE, 2-ZINC)DES-PHE Bl
LEGHEMOGLOB IN (ACETATE MET)
LEGHEMOGLOB IN (ACETATE MET)
LEGHEMOGLOBIN (AQUO MET)

LEGHEMOGLOB IN (AQUO MET)
LEGHEMOGLOBIN (CYANO MET)
LEGHEMOGLOBIN (CYANO MET)
LEGHEMOGLOBIN (DEOXY)

LEGHEMOGLOB IN (DEOXY)

LEGHEMOGLOBIN (FLUORO MET)
LEGHEMOGLOBIN (FLUORO MET)
LEGHEMOGLOBIN (NICOTINATE MET)
LEGHEMOGLOBIN (NICOTINATE MET)
LEGHEMOGLOBIN (FERRO) /NITROSOBENZENE
LEGHEMOGLOB IN (FERRO) /NITROSOBENZENE
LYSOZYME (HEN EGG-WHITE, MONOCLINIC)
MELITTIN

STENKAMP, SIEKER, JENSEN 2/83
STENKAMP, SIEKER, JENSEN 2/83
C.REYNOLDS, G.DODSON 5/82
VAINSHTEIN, HARUTYUNYAN 4/82
VAINSHTEIN, BARUTYUNYAN 4/82
VAINSHTEIN, HARUTYUNYAN 4/82
VAINSHTEIN, HARUTYUNYAN 4/82
VAINSHTEIN, HARUTYUNYAN 4/82
VAINSHTEIN, HARUTYUNYAN 4/82
VAINSHTEIN, HARUTYUNYAN 4/82
VAINSHTEIN, HARUTYUNYAN 4/82
VAINSHTEIN, HARUTYUNYAN 4/82
VAINSHTEIN, HARUTYUNYAN 4/82
VAINSHTEIN, HARUTYUNYAN 4/82
VAINSHTEIN, HARUTYUNYAN 4/82
VAINSETEIN, BARUTYUNYAN 2/83
VAINSHTEIN, BARUTYUNYAN 4/82
HOGLE, RAO, SUNDARALINGAM7/82
TERWILLIGER,EISENBERG 8/81

OVOMUCOID FRAGMENT (JAPANESE QUAIL) E.PAPAMOKOS, R.HUBER 1/82
PROPHOSPHOLIPASE A2 (BOVINE) DIJKSTRA, HOL, DRENTH 9/81
INORGANIC PYROPHOSPHATASE E.HARUTYUNYAN ET AL. 2/83

RIBONUCLEASE A BORKAKOTI,MOSS, PALMER 6/82

THERMOLYS IN (NATIVE) B.MATTHEWS, M. HOLMES 2/82
TRYPSIN (ORTHORHOMBIC, 2.4M (NH4) 2504) J.WALTER, R. BUBER 10/81
TRYPS IN (ORTHORHOMBIC) BODE, WALTER, HUBER 9/82
TRYPSIN (TRIGONAL, 2.4M (NH4)2504) J.WALTER, R. HUBER 10/81
TRYPSIN(BENZAMIDINE INHIBITED) BODE, SCHWAGER, WALTER  9/82
TRYPSIN/P-AMIDINO-PHENYL-PYRUVATE WALTER, BODE, HUBER 9/82

TRYPSIN INBIBITOR (BOVINE, PANCREAS)
TRYPSIN/TRYPSIN INHIBITOR COMPLEX

R.HUBER, J.DEISENHOFER 9/82
R.HUBER, J.DEISENHOFER 9/82

TRYPSIN (ANEYDRO) /TRYPSIN INHIBITOR HUBER, BODE, DEISENHOFER 9/82
TRYPSINOGEN (2.4M MGSO4) J.WALTER, R. HUBER 10/81
TRYPSINOGEN (.5 CH3OH, .5 HOH) J.WALTER, R. HUBER 10/81
TRYPSINOGEN (173 K, .7 CH3OH, .3 HOH) J.WALTER, R. HUBER 10/81
TRYPSINOGEN (103 K, .7 CH3OH, .3 HOH) J.WALTER, R. HUBER 10/81
TRYPSINOGEN/TRYPSIN INHIBITOR R.HUBER ET AL. 9/82
TRYPSINOGEN/TRYPSIN INHIBITOR/ILE-VAL R.HUBER ET AL. 9/82
TRYPSINOGEN/PTI/ILE-VAL (MERCURATED) J.WALTER, R. HUBER 10/81
TRYPSINOGEN/PSTI R.HUBER ET AL. 9/82
AVAILABLE ON NONST3TP, NONST3FI

CATALASE (BEEF LIVER) M.ROSSMANN 11/81
ALPHA-CHYMOTRYPSIN (BOVINE) H.TSUKADA, D.BLOW 11/84
GAMMA-CHYMOTRYPSIN COHEN, DAVIES, SILVERTON 7/84
CYTOCHROME C2 (OXIDIZED) BHATIA, FINZEL, KRAUT  11/83
CYTOCHROME C2 (REDUCED) BHATIA, FINZEL,KRAUT  11/83
DNA (A, GGGGCCCC, SYNTHETIC) MCCALL, BROWN, KENNARD  8/85
DNA (B, CGCGAATTCGCG, SYNTHETIC) /NETROPSIN M.KOPKA,R.DICKERSON 8/84

DNA (B, CGCGAATTCGCG, ANISO TEMP FACTORS)
FLAVODOXIN (D. VULGARIS, UNREF INED)

HOLBROOK, DICKERSON, KIM 1/85
WATENPAUGH, SIEKR, JENSN10/84

GLUTATHIONE PEROXIDASE (BOVINE) O.EPP,R.LADENSTEIN 6/85
HEMOGLOBIN ( HUMAN, DEOXY) G.FERMI,M.PERUTZ 3/84
HEMOGLOBIN (HUMAN, OXY) B.SHAANAN 3/84
IGA FAB (KAPPA)MCPC603 G.COHEN ET AL. 7/84
IGA FAB (KAPPA)MCPC603/PHOSPHOCHOLINE PADLAN, COHEN, DAVIES 10/84
IGG PFC FRAGMENT S.BRYANT ET AL. 4/85

LYSOZYME (HEN EGG-WHITE, TRICLINIC)

HDSDN, BRWN, SIEKR, JENSN 4/85

MYOGLOBIN (SPERM WHALE, OXY) S.PHILLIPS 3/84
OVOMUCOID THIRD DOMAIN(SILVER PHEASANT) W.BODE,O.EPP 6/85
PAPAIN D J.JANSONIUS 10/84
PROTEINASE II(RAT MAST CELL) S .REMINGTON, B.MATTHEWS 9/84
PTI (X-RAY) A.WLODAWER, R. HUBER 10/84
PTI (NEUTRON) A.WLODAWER, R. BUBER 10/84
RIBONUCLEASE A(X-RAY) A.WLODAWER 6/85
RIBONUCLEASE A(NEUTRON) A.WLODAWER 6/85

RUBREDOXIN (C.PASTEURIANUM)

WATENPAUGH, SIEKR, JENSN10/84

VIRUS COAT PROTEIN(SBMV, T=1) M.ROSSMANN 4/85
VIRUS COAT PROTEIN(SOUTHERN BEAN MOSAIC)M.ROSSMANN 4/85
AVAILABLE ON NONST4TP, NONST4FI

RHIZOPUSPEPSIN (ACID PROTEINASE) K.SUGUNA, D.DAVIES 3/87
AGGLUTININ (WHEAT GERM, ISOLECTIN 2) C.WRIGHT g/86
AZURIN (ALCALIGENES DENITRIFICANS) E.BAKER,G.NORRIS 10/86
CALCIUM-BINDING PROTEIN (INTESTINAL) D.SZEBENYI, K.MOFFAT 9/86
CYTOCHROME C(PRIME) B.FINZEL ET AL. 8/85
CYTOCHROME C PEROXIDASE (YEAST) FINZEL, POULOS, KRAUT 8/85
DNA (CGCGAATTCGCG, SYNTHETC) /BOECHST 33258P .PJURA, R.DICKERSON 8/86
DNA (-BR-CG-BR-CG-BR-CG, SYNTHTC, 18 DEG C)D.MORAS ET AL. 12/86
DNA (-BR-CG-BR-CG~BR-CG, SYNTHTC, 37 DEG C)D.MORAS ET AL. 12/86
LYS 7-DNP-LYS 41 RIBONUCLEASE A B.FINZEL ET AL. 8/85
L7/L12 50S RIBOSOMAL PROTEIN (C-TERMINAL)M.LEIJONMARCK,A.LILJAS 9/86
MYOHEMERYTHRIN SHERIFF, HENDRICKSON 4/87
RIBONUCLEASE T1/GUANYLIC ACID COMPLEX W.SAENGER ET AL. /87
TRYPSIN INHIBITOR(FORM III, BOVINE) A.WLODAWER 5/87
POLYOMA VIRUS CAPSID RAYMENT, BAKER, CASPAR  3/83
AVAILABLE ON NONSTSTP, NONSTSFI

MENGO VIRUS M.ROSSMANN 2/87
AVAILABLE ON NONST6TP, NONST6FI

ACID PROTEINASE/PEPTIDE INHIBITOR COMPLXK.SUGUNA,D.DAVIES 6/87
DNA (A, GCCCGGGC, SYNTHETIC) U.HEINEMANN 7/88
DNA (CGCGAATTCGCG) ~HOECHST 33258 COMPLEX A.WANG ET AL. 2/88
DNA (CCAAGATTGG) G.PRIVE,R.DICKERSON 3/88
DNA (CGCGCGTTTTCGCGCG) R.DICKERSON ET AL. 4/88
DNA (A, GGGATCCC, SYNTBETIC) U.HEINEMANN,H.LAUBLE  7/88
ELASTASE (PORCINE) E.MEYER ET AL. 9/87
INSULIN (PORCINE, XRAY+NEUTRON) A.WLODAWER, H.SAVAGE  10/88
PHOSPHOFRUCTOKINASE (E. COLI)-F6P-ADP/MG Y.SHIRAKIHARA,P.EVANS 1/88
PHOSPHOFRUCTOKINASE (E. COLI) W.RYPNIEWSKI, P.EVANS 1/88
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R3PFKSF PHOSPHOFRUCTOKINASE (B. ST.) P .EVANS, P.HUDSON 1/88 SF
RAPFKSF  PHOSPHOFRUCTOKINASE (B. ST.) P .EVANS, P .HUDSON 1/88 SF
RSPFKSF  PHOSPHOFRUCTOKINASE (B. ST.) T-STATE EVANS, FARRANTS, LAWRENCE1/88 SF
R1PAZSF  PSEUDOAZURIN (ALCALIGENES FAECALIS) PETRATOS, DAUTER, WILSON 6/88 SF
R7RSASF  RIBONUCLEASE A(PHOSPHATE-FREE) A .WLODAWER, G.GILLILAND 6/88 SF
R4RHVSFA RHINOVIRUS 14 (HUMAN) E.ARNOLD, M. ROSSMANN 8/87 SF
R4RHVSFB RHINOVIRUS 14 (HUMAN)SMM KAU(CN)2 DERIV E.ARNOLD, M.ROSSMANN 8/87 SF
R4RHVSFC RHINOVIRUS 14 (HUMAN)1MM KAU (CN)2 DERIV E.ARNOLD, M.ROSSMANN 8/87 SF
PART 7 — AVAILABLE ON NONST7TP, NONST7FI
R5CYTSF  CYTOCHRCME C(ALBACORE, REDUCED) T .TAKANO 1/88 SF
R4GPDSF  APO-GLYCERALDEHYDE-3-P-DEHYDRGNSE (LBSTR)GRIFFITH, SONG, ROSSMANN 1/88 SF
R3HFMSF  HYHEL-10 FAB/LYSOZYME COMPLEX E.PADLAN, D.DAVIES 8/88 SF
R1LDBSF  APO-L-LDH(BACILLUS STEAROTHERMOPHILUS) K.PIONTEK,M.ROSSMANN 3/89 SF
R2LDBSF  L-LDH/NAD/FRUCTOSE-1, 6-BISPHOSPHATE K.PIONTEK,M.ROSSMANN  3/89 SF
RILLCSF  LACTATE DEHYDROGENASE (L.CASEI) BUEBNER, HECHT, HENSEL . 11/88 SF
R2LDXSF  LACTATE DEHYDROGENASE (MOUSE TESTES) M.ROSSMANN 11/87 sF
R4MDHSF  MALATE DEHYDROGENASE (PORCINE) J.BIRKTOFT, L.BANASZAK 4/89 SF
R4MBNSF  MYOGLOBIN (SPERM WHALE,MET) T . TAKANO 1/88 SF
RSMBNSF  MYOGLOBIN (SPERM WHALE, DEOXY) T .TAKANO . 1/88 SF
RIPRCSF  PHOTOSYNTHETIC REACTION CENTER J.DEISENHOFER ET AL. 2/88 SF
RIRDGSF  RUBREDOXIN (DESULFOVIBRIO GIGAS) FREY, SIEKER, PAYAN 3/88 SF
R2TRASF  TRANSFER RNA(YEAST, ASP,FORM A) WESTHOF , DUMAS , MORAS 11/87 SF
R3TRASF  TRANSFER RNA(YEAST ASP,FORM B) WESTHOF, DUMAS , MORAS 11/87 sF
* NEW OR REPLACEMENT ENTRY SINCE JUL-89 NEWSLETTER
CODES
SF STRUCTURE FACTORS
TABLE 5. PROTEIN DATA BANK, ATOMIC COORDINATE HOLDINGS
26-0CT-89
IDENT DATE/
CODE . MOLECULE DEPOSITOR(S) STATUS
ANTI-HYPERTENSIVE, ANTI-VIRAL
1BDS BDS-I(SEA ANEMONE) (NMR MIN AVRGD STRUCT)CLORE,DRISCOLL, GRONENBORN 11/88
2BDS BDS-I(SEA ANEMONE) (NMR, 42 STRUCTURES) CLORE,DRISCOLL,GRONENBORN 11/88
CALCIUM BINDING PROTEIN
3CLN CALMODULIN (RAT) Y.BABU, C.BUGG, W.COOK 5/88 R
1ALC *ALPHA-LACTALBUMIN (BABOON) ACHARYA, STUART, PHILLIPS 8/89
CONTRACTILE SYSTEM PROTEIN
1CPV CALCIUM-BINDING PARVALBUMIN SET 6A R.KRETS INGER 8/14
2CPV CALCIUM-BINDING PARVALBUMIN SET 68 R.KRETSINGER 8/14
3CPV CALCIUM-BINDING PARVALBUMIN SET 61 R.KRETSINGER 8/14
3ICB CALCIUM-BINDING PROTEIN (INTESTINAL) D.SZEBENYI, K.MOFFAT 9/86
2TMA ALPHA TROPOMYOSIN G.PRILLIPS JR.,C.COHEN 9/87 A
4TNC TROPONIN C(CBRICKEN) M.SUNDARALINGAM 9/87 R
STNC TROPONIN C(TURKEY) O.HERZBERG, M. JAMES 5/88 R
CRYSTALLIN
1GCR GAMMA-II CRYSTALLIN (CALF) T.BLUNDELL 8/85
DNA BINDING
3GAP CATABOLITE GENE ACTIVATOR PROTEIN/CAMP I.WEBER,T.STEITZ 4/87 R
1CRO CRO REPRESSOR PROTEIN B.MATTHEWS ET AL. 6/87 A
2CRO *CRO(PHAGE 434) S .HARRISON ET AL. 12/88
1R69 *R1-69 N-TERMINUS OF 434 REPRESSOR S.HARRISON ET AL. 12/88
2GN5 GENE-5 DNA BINDING PROTEIN G.BRAYER, A.MCPHERSON 1/86
1LRP LAMBDA REPRESSOR(BACTERIOPHAGE LAMBDA) C.PABO,M.LEWIS 12/87 A
1WRP TRP REPRESSOR (TRIGONAL) P.SIGLER ET AL. 12/87
2WRP TRP REPRESSOR (ORTHORHOMBIC) P.SIGLER ET AL. 12/87
3WRP APO-TRP REPRESSOR P.SIGLER ET AL. 12/87
ELECTRON TRANSFER (c
2AZA AZURIN(ALCALIGENES DENITRIFICANS) E.BAKER, G.NORRIS 10/86
1AZU AZURIN(PSEUDOMONAS AERUGINOSA) E.ADMAN,L.SIEKER, L.JENSEN 8/80
1PCY PLASTOCYANIN (POPLAR,CU2+) J.GUSS, H. FREEMAN 8/80
2PCY PLASTOCYANIN (POPLAR,APO) GARRETT, GUSS, FREEMAN 11/83
3PCY PLASTOCYANIN(BG2+ SUBSTITUTED) CHURCH, GUSS, POTTER, FREEMAN12/85
4PCY PLASTOCYANIN (CROSS-LINKED,CU+1,PR 7.8) J.M.GUSS 9/86
S5PCY PLASTOCYANIN(CU+l1,PH 7.0) J.M.GUSS 9/86
6PCY PLASTOCYANIN(CU+1,PH 3.8) J.M.GUSS 9/86
1PAZ PSEUDOAZURIN (ALCALIGENES FAECALIS) PETRATOS, DAUTER, WILSON 6/88
2PAZ PSEUDOAZURIN (ALCALIGENES FAECALIS) E.ADMAN, K.PETRATOS 9/88
ELECTRON TRANSFER (cytochrome:
2BSC CYTOCHROME BS5 (OXIDIZED) F.S.MATHEWS 12/71
156B CYTOCHROME B562 (E.COLI, OXIDIZED) BETHGE, CZERWINSKI,MATHEWS 8/79
3CYT CYTOCHROME C(ALBACORE,OXIDIZED) T.TAKANO, R.DICKERSON 1/80
5CYT CYTOCHROME C (ALBACORE, REDUCED) T.TAKANO 1/88 R
1CYC CYTOCHROME C({BONITO, HEART) M.KAKUDO 8/76
1CCR CYTOCHROME C{RICE) H.OCHI, N.TANAKA 3/83
2CCY CYTOCHROME C(PRIME) B.FINZEL ET AL. 8/85
2C2C CYTOCHROME C2 (OXIDIZED) G.BHATIA, B.FINZEL, J.KRAUT 11/83
3C2C CYTOCHROME C2 (REDUCED) G.BHATIA, B.FINZEL, J.KRAUT 11/83
1CY3 CYTOCHROME C3 R.HASER,M.FREY, F.PAYAN 6/85
2CDV  CYTOCHROME C3 (DESULFOVIBRIO VULGARIS) N.YASUOKA,M.KAKUDO 11/83
1CC5 CYTOCHRCME CS (OXIDIZED, AZOTOBACTER VNLD)C.D.STOUT,D.CARTER 8/84
155C CYTOCHRCME C550 R.TIMKOVICH 8/76
351C CYTOCHROME C551 (OXIDIZED) MATSUURA, TAKANO, DICKERSON  7/81
451C CYTOCHROME C551 (REDUCED) MATSUURA, TAKANO, DICKERSON  7/81
ELECTRON TRANSFER (fla
3FXN FLAVODOXIN (CLOSTRIDIUM MP,OXIDIZED) M.LUDWIG 12/17
4FXN FLAVODOXIN (CLOSTRIDIUM MP,SEMIQUINONE) M.LUDWIG 12/7
1FX1 FLAVODOXIN (D.VULGARIS, UNREFINED) WATENPAUGH, SIEKER, JENSEN 10/84
ELECTRON TRANSFER (iron-sulfur protein)
4FD1 FERREDOXIN (AZOTOBACTER VINELANDII) C.D.STOUT 6/88 R
1FD2 *FERREDOXIN MUTANT (C20A) C.D.STOUT 12/88
1FXB FERREDOXIN (B.THERMOPROTEOLYTICUS) FUKUYAMA, TSUKIHARA, KATSUBE 6/88
1FDX FERREDOXIN (PEPTOCOCCUS AEROGENES) E.ADMAN,L.SIEKER,L.JENSEN 8/76
3FXC FERREDOXIN(SPIRULINA PLATENSIS) TSUKIHARA, KATSUBE, KAKUDO 12/81
1HIP HIGH POTENTIAL IRON PROTEIN J.KRAUT 4/7s
4RXN RUBREDOXIN (C.PASTEURIANUM, UNCONSTR REF) WATENPAUGH, SIEKER,JENSEN 10/84
SRXN RUBREDOXIN (C.PASTEURIANUM,NRG+XTAL REF) K.WATENPAUGH 10/84
1RDG RUBREDOXIN (DESULFOVIBRIO GIGAS) M.FREY, L.SIEKER, F.PAYAN 3/88
3RXN RUBREDOXIN (DESULFOVIBRIO VULGARIS) E.ADMAN,L.SIEKER,L.JENSEN 9/80
ELONGATION FACTOR
1EFM ELONGATION FACTOR TU(TRYPSIN-MODIFIED} F.JURNAK 5/87 A
1ETU ELONGATION FACTOR TU(DOMAIN I)/GDP CMPLXT.LA COUR ET AL. 1/88
EXCITATION ENERGY TRANSFER ’
3BCL BACTERIOCHLOROPHYLL A PROTEIN TRONRUD, SCHMID, MATTHEWS 6/87 R
GLYCOSIDASE INHIBITOR
1HOE ALPHA-AMYLASE INHIBITOR HOE-467A PFLUGRATH, WIEGAND, HUBER 1/89
HORMONE
1PPT AVIAN PANCREATIC POLYPEPTIDE T.BLUNDELL 1/81
1XYl DEAMINO-OXYTOCIN(WET FORM) T.BLUNDELL ET AL. 5/87
1XY2 DEAMINO-OXYTOCIN (DRY FORM) T.BLUNDELL ET AL. 5/87
1GCN GLUCAGON T.BLUNDELL 10/77
2INS INSULIN (BOVINE, 2-ZINC) DES-PHE Bl C.REYNOLDS, G.DODSON 5/82
1INS INSULIN (PORCINE, 2-ZINC) G.DODSON, D. HODGKIN 7/80
3INS INSULIN (PORCINE, XRAY+NEUTRON) A.WLODAWER, H. SAVAGE 10/88
HISTOCOMPATIBILITY ANTIGEN
1HLA HISTOCOMPATIBILITY ANTIGEN A2 (RUMAN) D.WILEY ET AL. 10/87 A
IMMUNOGLOBULIN
1MCG IMMUNOGLOBULIN B-J INTACT MCG SCHIFFER, EDMUNDSON ET AL. 5/78 A
1REI IMMUNOGLOBULIN B-J FRAGMENT (V-DIMER)REI O.EPP,R.HUBER 3/76
2RHE IMMUNOGLOBULIN B-J FRAGMENT (V-MNMER)RHE FUREY, WANG, YOO, SAX 6/83
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1FBJ IGA FAB (KAPPA)J539 T.BHAT,D.DAVIES ET AL. 6/86
1IMCP IGA FAB (KAPPA)MCPC603 SATOW, COHEN, PADLAN, DAVIES 7/84
2MCP IGA FAB(KAPPA)MCPC603/PHOSPHOCHOLINE E.PADLAN, G.COHEN, D.DAVIES 10/84
2FB4 1GG1 FAB (LAMBDA) XOL M.MARQUART, R. HUBER 4/89
3FAB IMMUNOGLOBULIN FAB(PRIME) NEW R.POLJAK 9/81
1F19 FAB F19.9(MOUSE) R.POLJAK ET AL. 11/88
1FC1 IMMUNOGLOBULIN FC (HUMAN) J.DEISENHOFER 5/81
1FC2 IMMUNOGLOBULIN FC~FRAGMENT B COMPLEX J.DEISENHOFER 5/81
1PFC IGG PFC FRAGMENT L.M.AMZEL 10/81
2162 IGG1(LAMBDA) KOL M.MARQUART, R. HUBER 4/89
COMPLEX (immoglobulin-antigen)
28FL HYHEL-5 FAB/LYSOZYME COMPLEX S .SHERIFF,D.DAVIES 8/87
3HFM BYHEL-10 FAB/LYSOZYME COMPLEX E.PADLAN, D.DAVIES 8/88
2CNA CONCANAVALIN A G.REEKE, J.BECKER, G.EDELMAN 4/75
3CNA CONCANAVALIN A K.HARDMAN 9/76
1CN1 CONCANAVALIN A(DEMETALLIZED) M.SHOHAM 12/81
3WGA AGGLUTININ (WHEAT GERM, ISOLECTIN 2) C.WRIGHT 3/86
LIPID-ASSOCIATED PROTEIN
MEMBRANE GLYCOPROTEIN
1BMG HAEMAGGLUTININ (INFLUENZA VIRUS) - D.WILEY 6/86
METAL BINDING PROTEIN
2MT2 CD, ZN METALLOTHIONEIN (ISOFORM II) €.D.STOUT 10/85
NUCLEIC ACID ASSOCIATED PROTEIN
1UBQ UBIQUITIN (HUMAN) VIJAY-KUMAR, BUGG, COOK 1/87
ONCOG! OTEIN
2P21 C-H-RAS P21 PROTEIN (CATALYTIC DOMAIN) S.-H.KIM 1/89
OXYGEN STORAGE
1MBS MYOGLOBIN (SEAL, MET) H.SCOULOUDI 3/79
1MBD MYOGLOBIN (SPERM WHALE, DEOXY) S.PHRILLIPS 8/81
1IMBN MYOGLOBIN (SPERM WHALE,MET) H.WATSON 4/713
4MBN MYOGLOBIN (SPERM WHALE,MET) T.TAKANO 1/88
SMBN MYOGLOBIN (SPERM WHALE, DEOXY) T.TAKANO 1/88
1MBO MYOGLOBIN (SPERM WHALE,OXY) S.PHILLIPS 8/81
1MB5 MYOGLOBIN (SPERM WHALE,CO, NEUTRON) HANSON, NORVELL, SCHOENBORN 11/82
1IMBC MYOGLOBIN (SPERM WHALE, CARBONMONXY,260 K)J.KURIYAN,G.PETSKO 9/88
‘OXYGEN TRANSPORT
1HRB HEMERYTHRIN B W.HENDRICKSON 6/76
1HR3 HEMERYTHRIN (AZIDO,MET, SIPHONOSOMA) SMITH, HENDRICKSON,ADDISON 5/83
1HMQ HEMERYTHRIN (MET) STENKAMP, SIEKER, JENSEN 2/83
1BEMZ HEMERYTHRIN (AZIDO,MET) STENKAMP, SIEKER, JENSEN 2/83
1HDS HEMOGLOBIN (DEER,SICKLE CELL) E.AMMA, R.GIRLING 10/79
1ECA ERYTHROCRUORIN (AQUO, MET) W.STEIGEMANN, E.WEBER 3/79
1ECD ERYTHROCRUORIN (REDUCED, DEOXY) W.STEIGEMANN, E.WEBER 3/79
1ECN ERYTHROCRUORIN (CYANO, MET) W.STEIGEMANN, E.WEBER 3/79
1ECO ERYTHROCRUORIN (CARBONMONOXY) W.STEIGEMANN, E.WEBER 3/79
2DHB HEMOGLOBIN (HORSE, DEOXY) M.PERUTZ,G.FERMI 11/73
2MEB HEMOGLOBIN (HORSE, AQUO MET) R.LADNER, HEIDNER, PERUTZ 2/1
1HCO HEMOGLOBIN (HUMAN, CARBONMONOXY) J.BALDWIN 8/79
2HCO HEMOGLOBIN (HUMAN, CARBONMONOXY,NRG REFND)J.BALDWIN 8/79
2HHB HEMOGLOBIN (HUMAN, DEOXY) G.FERMI,M.PERUTZ 3/84
3HHB HEMOGLOBIN (HUMAN, DEOXY, SYMMETRY AVRGD) G.FERMI,M.PERUTZ 3/84
4HEB HEMOGLOBIN (HUMAN, DEOXY, UNRESTRAINED) G.FERMI,M.PERUTZ 3/84
1HHO HEMOGLOBIN (HUMAN, OXY) B.SHAANAN 6/83
1FDH HEMOGLOBIN (HUMAN, FETAL, DEOXY) J.FRIER 8/76
2LHB HEMOGLOBIN V(CYANO,MET, SEA LAMPREY) HONZATKO, HENDRICKSON, LOVE 8/85
1HBS HEMOGLOBIN S (HUMAN, SICKLE CELL) E.PADLAN, W.LOVE 6/82
1LH1 LEGHEMOGLOBIN (ACETATE MET) VAINSHTEIN, HBARUTYUNYAN 4/82
2LH1 LEGHEMOGLOBIN (ACETATE MET) VAINSHTEIN, HARUTYUNYAN 4/82
1LH2 LEGHEMOGLOBIN (AQUO MET) VAINSHTEIN, HARUTYUNYAN 4/82
2LH2 LEGHEMOGLOBIN (AQUOC MET) VAINSHTEIN, HARUTYUNYAN 4/82
1LH3 LEGHEMOGLOBIN (CYANO MET) . VAINSHTEIN, HARUTYUNYAN 4/82
2LH3 LEGHEMOGLOBIN (CYANO MET) VAINSHTEIN, HARUTYUNYAN 4/82
1LH4 LEGHEMOGLOBIN (DEOXY) VAINSHTEIN, HARUTYUNYAN 4/82
2LH4 LEGHEMOGLOBIN (DEOXY) VAINSHTEIN, HARUTYUNYAN 4/82
1LES LEGHEMOGLOBIN (FLUORO MET) VAINSHTEIN, HARUTYUNYAN 4/82
2LH5S LEGHEMOGLOBIN (FLUORO MET) VAINSHTEIN, HARUTYUNYAN 4/82
1LE6 LEGHEMOGLOBIN (NICOTINATE MET) VAINSHTEIN, HARUTYUNYAN 4/82
2LH6 LEGHEMOGLOBIN (NICOTINATE MET) VAINSHTEIN, HARUTYUNYAN 4/82
1LE7 LEGHEMOGLOBIN (FERRO)/NITROSOBENZENE VAINSHTEIN, BARUTYUNYAN 4/82
2LH7 LEGHEMOGLOBIN (FERRO} /NITROSOBENZENE VAINSHTEIN, HARUTYUNYAN 4/82
2MHR MYOHEMERYTHRIN S.SHERIFF, W.HENDRICKSON 4/87
PEPTIDE ANTIBIOTIC
1AMT ALAMETHICIN (TRICHODERMA VIRIDE) R.FOX,F.RICHARDS 12/87
OTEIN
1ABP L-ARABINOSE-BINDING PROTEIN F.QUIOCHO,G.GILLILAND 5/80
1GBP 'GALACTOSE-BINDING PROTEIN S .MOWBRAY, G.PETSKO 8/83
2LBP LEUCINE BINDING PROTEIN (E.COLI) F.QUIOCHO ET AL. 4/89
2LIV LEU~-ILE-VAL BINDING PROTEIN (E.COLI) J.SACK, M. SAPER, F.QUIOCHO 4/89
PHOTOSYNTHETIC REACTION CENTER
1PRC PHOTOSYNTHETIC REACTION CENTER J.DEISENHOFER ET AL. 2/88
PLANT SEED PROTEIN
1CRN CRAMBIN W.HENDRICKSON,M.TEETER 5/81
PROTEINASE INHIBITOR
2CI2 CHYMOTRYPSIN INHIBITOR 2 (BARLEY SEEDS) C.MCPHALEN,M.JAMES 9/88
SAPI ALPBA 1-ANTITRYPSIN (MODIFIED, TETRAGONAL)R.HUBER ET AL. 10/84
6API ALPHA 1-ANTITRYPSIN (MODIFIED, HEXAGONAL) R.HUBER ET AL. 10/84
10VO OVOMUCOID THIRD DOMAIN(JAPANESE QUAIL) E.PAPAMOKOS,R.HUBER 1/82
20V0 OVOMUCOID THIRD DOMAIN(SILVER PHEASANT) W.BODE,O.EPP 6/85
2sSI SUBTILISIN INHIBITOR(STREPTOMYCES) Y.MITSUI ET AL. 4/80
4PTI TRYPSIN INHIBITOR (BOVINE, PANCREAS) R.HUBER, J.DEISENHOFER 9/82
SPTI TRYPSIN INHIBITOR (BOVINE, XRAY+NEUTRON) A.WLODAWER, R.HUBER 10/84
6PTI TRYPSIN INHIBITOR(FORM III, BOVINE) A.WLODAWER 5/87
RIBOSOMAL PROTEIN
1CTF L7/L12 505 RIBOSOMAL PROTEIN (C-TERMINAL)M.LEIJONMARCK,A.LILJAS 9/86
STEROID BINDING
1UTG *UTEROGLOBIN (RABBIT) J.MORNON ET AL. 3/89
2UTG *UTEROGLOBIN (RABBIT) R.BALLY, J.DELETTRE 5/89
SWEET TASTING PROTEIN
1MON *MONELLIN (SERENDIPITY BERRY) S.-H.KIM 5/89
1THI *THAUMATIN I(KETEMFE BERRY) S.-H.KIM 5/89
TOXIN
1ACX ACTINOXANTHIN V.PLETNEV,A.KUZIN 12/82
2ABX ALPHA-BUNGAROTOXIN R.LOVE, R.STROUD 2/86.
1CTX ALPHA COBRATOXIN W.SAENGER,M.WALKINSHAW 3/82
3EBX ERABUTOXIN B(SEA SNAKE) B.LOW ET AL. 1/88
1IMLT MELITTIN TERWILLIGER, EISENBERG 8/81
1NXB NEUROTOXIN B(LATICAUDA SEMIFASCIATA) D.TSERNOGLOU, G.PETSKO 8/80
1SN3 SCORPION NEUROTOXIN (VARIANT 3) C.BUGG ET AL. 12/82
TRANSPORT (thyroxine, retinol)
2PAB PREALBUMIN (HUMAN, PLASMA) S.OATLEY, C.BLAKE /11
TYPE 1 COPPER PROTEIN
1CBP CUCUMBER BASIC PROTEIN J.M.GUSS 9/88
VIRUS
1IMEV MENGO VIRUS M.ROSSMANN 2/87
2PLV *POLIO VIRUS D.FILMAN, J.HOGLE 10/89
1R04 RHINOVIRUS/ANTIVIRAL AGENT 4 COMPLEX M.ROSSMANN ET AL. 2/88
1R06 RHINOVIRUS/ANTIVIRAL AGENT & COMPLEX M.ROSSMANN ET AL. 2/88
1RO7 RHINOVIRUS/ANTIVIRAL AGENT 7 COMPLEX M.ROSSMANN ET AL. 2/88
4RHV RHINOVIRUS 14 (HUMAN) E.ARNOLD, M. ROSSMANN 11/87
1RM2 RHINOVIRUS/ANTIVIRAL AGENT 2 COMPLEX M.ROSSMANN ET AL. 2/88
1RR1 RHINOVIRUS/ANTIVIRAL AGENT 1R COMPLEX M.ROSSMANN ET AL. 2/88
1RS1 RHINOVIRUS/ANTIVIRAL AGENT 1S COMPLEX M.ROSSMANN ET AL. 2/88
1RS3 RHINOVIRUS/ANTIVIRAL AGENT 3S COMPLEX M.ROSSMANN ET AL. 2/88
1RSS5 RHINOVIRUS/ANTIVIRAL AGENT 5S COMPLEX M.ROSSMANN ET AL. 2/88
2STV VIRUS (SATELLITE TOBACCO NECROSIS) T.A.JONES,L.LILJAS 6/84
4SBV VIRUS COAT PROTEIN(SOUTHERN BEAN MOSAIC)M.ROSSMANN 4/85
2TBV VIRUS (TOMATO BUSHY STUNT) S .HARRISON 6/84
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2TMV  VIRUS (TOBACCO MOSAIC) G.STUBBS 9/88 1SGC PROTEINASE A(STREP.GRISEUS)/CHYMOSTATIN L.DELBAERE,G.BRAYER 4/86
HYDROLASE (acld profeinase) 3SGB PROTEINASE B(STREP.GRISEUS) /OMTKY3 A.SIELECKI ET AL. 1/83
4APE ACID PROTEINASE (ENDOTHIA PARASITICA) T.BLUNDELL 6/86 1CSE SUBTILISIN CARLSBERG/EGLIN COMPLEX W.BODE 6/88
2APP ACID PROTEINASE (PENICILLIUMJANTHINELLUM)A.SIELECKI,M.JAMES 1/83 2SEC SUBTILISIN CARLSBERG/EGLIN COMPLEX C.MCPHALEN.M.JAMES 9/88 R
2APR ACID PROTEINASE (RHIZOPUS CHINENSIS) K.SUGUNA, D.DAVIES 3/87 R 1SIC SUBTILISIN BPN(PRIME)/SSI COMPLEX Y.MITSUI ET AL. 4/84 A
2BVP HIV-1 PROTEASE M.NAVIA,P.FITZGERALD ET AL.4/89 A 2SNI SUBTILISIN NOVO/CHYMOTRYPSIN INHIBITOR C.MCPHALEN,M.JAMES 9/88 R
3HVP *HIV PROTEASE WLODAWER, JASKOLSKI, MILLER 8/89 1TEC *THERMITASE/EGLIN-C COMPLEX P .GROS.B.DIJKSTRA, W.HOL 5/89
2RSP *ROUS SARCOMA VIRUS PROTEASE WLODAWER, MILLER, JASKOLSKI 10/89 INTP MODIFIED BETA TRYPSIN (NEUTRON) A.KOSSIAKOFF 9/87
1PEP PEPSIN(PORCINE) N.ANDREEVA ET AL. /18 A 2PTC TRYPSIN/TRYPSIN INEIBITOR COMPLEX R.HUBER, J.DEISENHOFER 9/82
COMPLEX (acld proteinase-inhibitor) 1TPA TRYPSIN (ANHYDRO)/TRYPSIN INHIBITOR HUBER, BODE, DEISENEOFER 9/82
3APR ACID PROTEINASE/PEPTIDE INHIBITOR COMPLXK.SUGUNA,D.DAVIES 6/87 2TGP TRYPSINOGEN/TRYPSIN INHIBITOR R.HUBER ET AL. 9/82
HYDROLASE (acting on acid anhydride) 2TPI TRYPSINOGEN/PTI/ILE-VAL (MERCURATED) J.WALTER, R.BUBER, W.BODE  10/81
1PYP INORGANIC PYROPHOSPHATASE E.HARUTYUNYAN ET AL. 2/83 3TPI TRYPSINOGEN/TRYPSIN INHIBITOR/ILE-VAL R.HUBER ET AL. 9/82
HYDROLASE (acting on C-N bonds other than peptide bonds) 2TGD TRYPSINOGEN (DIP-INEIBITED, BOVINE) M.JONES, R .STROUD 3/86
1BLM BETA-LACTAMASE O.HERZBERG, J.MOULT 4/87 A 1TGS ‘TRYPSINOGEN/PSTI R.HUBER ET AL. 9/82
HYDROLASE (carboxylic esterase) 4TPI TRYPSINOGEN/ARG-15-PTI/VAL-VAL W.BODE, J.WALTER 6/85
1BP2 PHOSPHOLIPASE A2 (BOVINE) B.DIJKSTRA, J.DRENTH 4/81 HYDROLASE (sulfhydryl proteinase)

3BP2 PHOSPHOLIPASE A2(BOVINE) TRANSAMINATED B.DIJKSTRA,J.DRENTH 6/83 2ACT ACTINIDIN E.BAKER 11/79
1P2P PHOSPHOLIPASE A2(PORCINE) B.DIJKSTRA ET AL. 6/83 1PAD PAPAIN (ACE-ALA-ALA-PHE-ALA, CYS-25) J.DRENTH 11776
1PP2 PHOSPHOLIPASE A2(CA-FREE, RATTLESNAKE)  S.BRUNIE,P.SIGLER 3/86 2PAD PAPAIN(CYS DERIV OF CYS-25) J.DRENTH 11/76
2BP2 PROPHOSPHOLIPASE A2 (BOVINE) B.DIJKSTRA, W.HOL, J.DRENTH 6/81 4PAD PAPAIN(TOS-LYS, CYS-25) J.DRENTH 11/76
HYDROLASE (endoribonuclease) SPAD PAPAIN (BZOXY-GLY-PRE-GLY, CYS-25) J.DRENTH 11/76
1RNT RIBONUCLEASE T1/GUANYLIC ACID COMPLEX  W.SAENGER ET AL. /81 6PAD PAPAIN (BZOXY-PHE-ALA, CYS-25) J.DRENTH 11/76
2RNT *RIBONUCLEASE T1/GUANYL-2’,5°-GUANOSINE U.HEINEMANN ET AL. 7/88 9PAP PAPAIN (OXIDIZED CYS 25) I.KAMPBUIS, J.DRENTH 3/86
3RNT *RIBONUCLEASE T1/VANADATE COMPLEX W.SAENGER ET AL. 5/89 1PPD PAPAIN D J.JANSONIUS 10/84
HYDROLASE (O-glycosyl) HYDROLASE (transpeptidase)

2LZM LYSOZYME (BACTERIOPHAGE T4) L.WEAVER, B.MATTHEWS 8/86 1PTE D-ALANYL-CARBOXYPEPTIDASE-TRANSPEPTIDASEJ.KELLY, J.KNOX, P.MOEWS 10/85 A
1101 LYSOZYME(T4) MUTANT (T155A,T1571) B.MATTHEWS ET AL. 2/88 ISOMERASE

1L02 LYSOZYME(T4) MUTANT (T157A) B.MATTHEWS ET AL. 2/88 1XIA D-XYLOSE ISCMERASE D.BLOW 2/88 A
1L03 LYSOZYME(T4) MUTANT(T157C) B.MATTHEWS ET AL. 2/88 2XIA D-XYLOSE ISOMERASE (S.RUBIGINOSUS) H.CARRELL 5/88 A
1L04 LYSOZYME(T4) MUTANT(T157D) B.MATTHEWS ET AL. 2/88 1PGI GLUCOSE-6-PHOSPHATE ISOMERASE H.MUIRHEAD /17 A
1105 LYSOZYME(T4) MUTANT (T157D) B.MATTHEWS ET AL. 2/88 1TIM TRIOSE PHOSPHATE ISOMERASE I.WILSON, D.PHILLIPS 9/76
1106 LYSOZYME(T4) MUTANT(T157E) B.MATTHEWS ET AL. 2/88 LIGASE (amide synthetase)

1107 LYSOZYME(T4) MUTANT(T157F) B.MATTHEWS ET AL. 2/88 2GLS *GLUTAMINE SYNTHETASE(S.TYPHIMURIUM) D.EISENBERG ET AL. 5/89
1L08 LYSOZYME(T4) MUTANT(T157G) B.MATTHEWS ET AL. 2/88 LIGASE (synthetase)

1L09 LYSOZYME(T4) MUTANT (T157H) B.MATTHEWS ET AL. 2/88 1TS1 TYROSYL TRANSFER RNA SYNTHETASE BHAT, BLOW, BRICK, NYBORG /82 A
1L10 LYSOZYME(T4) MUTANT(T1571) B.MATTHEWS ET AL. 2/88 2TS1 *TYROSYL TRNA SYNTHETASE P.BRICK, T.BHAT, D.BLOW 6/89
1L11 LYSOZYME(T4) MUTANT(T157L) B.MATTHEWS ET AL. 2/88 3TS1 *TYROSYL TRNA SYNTHETASE/TYROSINYL ADNYLTP.BRICK,T.BHAT,D.BLOW 6/89
1L12 LYSOZYME(T4) MUTANT(T157N) B.MATTHEWS ET AL. 2/88 4TS1 *TYROSYL TRNA SYNTHETASE MUTANT P.BRICK, T.BEAT, D.BLOW 6/89
1L13 LYSOZYME(T4) MUTANT(T157R) B.MATTHEWS ET AL. 2/88 LYASE (oxo-acid)

1L14 LYSOZYME(T4) MUTANT (T157S) B.MATTHEWS ET AL. 2/88 2CAB CARBONIC ANHYDRASE B(HUMAN) K.KANNAN 10/83
1115 LYSOZYME(T4) MUTANT(T157V) B.MATTHEWS ET AL. 2/88 1CAC CARBONIC ANHYDRASE C(HUMAN) K.KANNAN 5/16
1L16 LYSOZYME(T4) MUTANT (G156D) B.MATTHEWS ET AL. 2/88 3CTS CITRATE SYNTHASE(CHICKEN,COA,CITRATE)  REMINGTON, WIEGAND, HUBER 1/84
1LYM LYSOZYME (HEN EGG-WHITE,MONOCLINIC) HOGLE, RAO, SUNDARALINGAM  7/82 1CTS CITRATE SYNTHASE(PIG) REMINGTON, WIEGAND, HUBER 1/84
1LYZ LYSOZYME(EEN EGG-WHITE,SET W2) R.DIAMOND,D.PHILLIPS 2/75 2CTS CITRATE SYNTHASE(PIG,COA,CITRATE CMPLX) REMINGTON,WIEGAND, HUBER 1/84
2LYZ LYSOZYME(HEN EGG-WHITE,SET RSS5D) R.DIAMOND,D.PHILLIPS 2/75 4CTS CITRATE SYNTHASE (PIG,OXALOACETATE CMPLX)REMINGTON,WIEGAND, HUBER 1/84
3LYZ LYSOZYME(HEN EGG-WHITE, SET RS6A) R.DIAMOND,D.PRILLIPS 2/15 2ENL ENOLASE (YEAST) L.LEBIODA,B.STEC 3/89 AR
4LYZ LYSOZYME(HEN EGG-WHITE,SET RS9A) R.DIAMOND,D.PHILLIPS 2/15 1KGA KDPG ALDOLASE A.TULINSKY 8/78 A
SLYZ LYSOZYME(HEN EGG-WHITE, SET RS12A) R.DIAMOND,D.PHILLIPS 2/75 LYASE (carbon-oxygen)

6LYZ LYSOZYME(HEN EGG-WHITE,SET RS16) R.DIAMOND,D.PHILLIPS 2/75 2RUB  RUBISCO (RHODOSP IRILLUM RUBRUM) C.-I.BRANDEN 11/88
7LYZ LYSOZYME(HEN EGG-WHITE, TRICLINIC) A.YONATH 5/71 1WSY TRYPTOPHAN SYNTHASE (S.TYPHIMURIUM) D.DAVIES ET AL. 9/88
8LYZ LYSOZYME(HEN EGG-WHITE, INACTIVATED) S.OATLEY 9/11 OXIDOREDUCTASE (acting on paired donors with incorporation of ;)

1LZE LYSOZYME(HEN EGG-WHITE,MONOCLINIC) ARTYMIUK, BLAKE, RICE, WILSON 6/81 A 1PHE P-EYDROXYBENZOATE HYDROXYLASE COMPLEX  H.SCHREUDER, J.DRENTH 11/87
2LZH LYSOZYME (HEN EGG-WHITE, ORTHORHOMBIC) ARTYMIUK, BLAKE, RICE, WILSON 6/81 A OXIDOREDUCTASE (aldehyde(d)-NAD(a))

1LZT LYSOZYME(HEN EGG-WHITE, TRICLINIC) HODSDON, BROWN, SIEKER, JENSN 4/85 1GD1 HOLO-GPD(BACILLUS STEAROTHERMOPHILUS)  SKARZYNSKI,MOODY, WONACOTT 6/87
2LYM LYSOZYME(HEN EGG-WHITE,1 ATM) C.KUNDROT, F .RICHARDS 5/87 2GD1 *APO-GPD (BACILLUS STEAROTHERMOPHILUS) T.SKARZYNSKI, A.WONACOTT 6/89
3LYM LYSOZYME(HEN EGG-WHITE, 1000 ATM) C.KUNDROT, F .RICHARDS 5/81 3GPD GLYCERALDEHYDE-3-P-DEHYDROGENASE (RUMAN) E.WATSON, J.CAMPBELL 6/83
1121 LYSOZYME (HUMAN) P .ARTYMIUK, C.BLAKE 10/84 1GPD GLYCERALDEHYDE-3-P-DEHYL (LOBSTR)M. i /75
9LYZ LYSOZYME (HEN, NAM-NAG-NAM SUBSTRATE ONLY)J.KELLY,M.JAMES 12/79 4GPD APO-GLYCERALDEHYDE-3-P-DEEYDRGNSE (LBSTR) GRIFFITH, SONG, ROSSMANN 1/88 R
1LZ2 LYSOZYME(TURKEY EGG-WHITE) R.BOTT, R.SARMA 9/81 A ‘OXIDOREDUCTASE (CH-NH(d)-NAD(+) or NADP (+) (2))

2122 *LYSOZYME (TURKEY) M.PARSONS, S .PHILLIPS 10/88 8DFR *DIRYDROFOLATE REDUCTASE (CHICKEN LIVER) J.KRAUT ET AL. 5/89
2TAA TAKA-AMYLASE KUSUNOKI, MATSUURA, KAKUDO  10/82 4DFR DIHYDROFOLATE REDUCTASE (E. COLI) J.BOLIN,D.MATTHEWS, J.KRAUT 6/82
HYDROLASE (metallo-carboxypeptidase) 3DFR DIHYDROFOLATE REDUCTASE (L. CASEI) J.BOLIN,D.MATTHEKS, J.KRAUT 6/82
3CPA CARBOXYPEPTIDASE A/GLYCYLTYROSINE D.REES, W.LIPSCOMB 3/82 OXIDOREDUCTASE (NADPH(d)-disulfide(a))

SCPA CARBOXYPEPTIDASE A/WATER(BOVINE) D.REES, W.LIPSCOMB 5/82 3GRS GLUTATHIONE REDUCTASE (OXIDIZED, HUMAN)  G.SCHULZ,A.KARPLUS 2/88 R
4CPA CARBOXYPEPTIDASE A/POTATO INHIBITOR D.REES, W.LIPSCOMB 3/82 1SRX THIOREDOXIN(E. COLI, OXIDIZED) B.-O.SODERBERG 5/76 A
1CPB  CARBOXYPEPTIDASE B (BOVINE) M.SCEMID, J.BERRIOTT 6/76 A OXIDOREDUCTASE (H;Ox(a))

HYDROLASE (metall ) JCAT CATALASE (BEEF LIVER) I.FITA,M.ROSSMANN 11/84
3TLN THERMOLYSIN (NATIVE) B.MATTHENS, M. HOLMES 2/82 8CAT CATALASE (BEEF LIVER) I.FITA, M.ROSSMANN 11784
4TLN THERMOLYS IN (L-LEU-NHOH) B.MATTHEWS, M. BOLMES 2/82 4CAT CATALASE (PENICILLIUM VITALE) B.VAINSHTEIN ET AL. 2/83 B
STLN THERMOLYS IN (HONH-BZMALONYL-A-G-NTROANLD) B .MATTHEWS, M. HOLMES 2/82 2CYP CYTOCHROME C PEROXIDASE (YEAST) B.FINZEL, T.POULOS, J.KRAUT 8/85
7TLN, THERMOLYSIN (CH2CO (N-OH) LEUOCH3) B.MATTHEWS, M. HOLMES 1/83 1GP1 GLUTATHIONE PEROXIDASE (BOVINE) O.EPP,R.LADENSTEIN 6/85
1TLP' THERMOLYSIN/PHOSPHORAMIDON INHBTR CMPLX TRONRUD,MONZINGO, MATTHEWS 6/87 OXIDOREDUCTASE (CHOH(d)-NAD(a))

1TMN THERMOLYSIN/CLT INHIBITOR COMPLEX A.MONZINGO, B.MATTHEWS 6/817 4MDH MALATE DEHYDROGENASE (PORCINE) J.BIRKTOFT, L. BANASZAK 4/89 R
2TMN THERMOLYSIN/PLN INHIBITOR COMPLEX TRONRUD, MONZINGO, MATTHENS  6/87 11DB APO-L-LDH (BACILLUS STEAROTHERMOPHILUS) K.PIONTEK,M.ROSSMANN 3/89
3TMN THERMOLYSIN/VW INHIBITOR COMPLEX H.HOLDEN, B.MATTHEWS 6/87 21DB  L-LDH/NAD/FRUCTOSE-1, 6-BISPHOSPHATE K.PIONTEK, M.ROSSMANN 3/89
4TMN THERMOLYSIN/ZFPLA INHIBITOR COMPLEX B.MATTHEWS ET AL. 6/87 3LDH LACTATE DEHYDROGENASE/NAD/PYRUVATE (DOGF)M.ROSSMANN 11/74
STMN THERMOLYSIN/ZGPLL INHIBITOR COMPLEX B.MATTEEWS ET AL. 6/81 1LDM LACTATE DEHYDROGENASE/NADH/OXAMATE (DOGF)J.GRIFFITH, M.ROSSMANN 11/87
6TMN THERMOLYSIN/ZGPOLL INHIBITOR COMPLEX  TRONRUD, HOLDEN, MATTHEWS 6/81 6LDH APO-MA-LACTATE DEHYDROGENASE (DOGFISH)  C.ABAD-ZAPATERO,M.ROSSMANN11/87 R
HYDROLASE (phosphoric diester) 8LDH APO-M4-LACTATE DEHYDROGENASE/CITRATE  C.ABAD-ZAPATERO,M.ROSSMANN 1/88
2SNS STAPHYLOCOCCAL NUCLEASE M.LEGG, F.A.COTTON,E.HAZEN 5/82 1LLC LACTATE DEHYDROGENASE (L.CASEI) M.BUEHNER, H.HECHT, R .HENSEL11/88
1RN3 RIBONUCLEASE A BORKAKOTI, MOSS, PALMER 10/81 2LDX LACTATE DEHYDROGENASE (MOUSE TESTES) M.ROSSMANN 11/87 R
SRSA RIBONUCLEASE A(X-RAY+NEUTRON) A.WLODAWER 4/85 SLDH LACTATE DEHYDROGENASE/S-LAC/NAD (PIG)  U.GRAU,M.ROSSMANN 10/80
6RSA RIBONULCEASE A/URIDINE VANADATE COMPLEX A.WLODAWER 2/86 8ADH *ALCOHOL DEEYDROGENASE (APO) T.A.JONES, B .EKLUND 4/89 R
7RSA RIBONUCLEASE A(PHOSPHATE-FREE) A.WLODAWER, G.GILLILAND 6/88 SADH ALCOHOL DEHYDROGENASE (APO) /ADP-RIBOSE  H.EKLUND, T.A.JONES 1/84
1RSM LYS 7-DNP-LYS 41 RIBONUCLEASE A B.FINZEL ET AL. 8/85 6ADH ALCOHOL DEHYDROGENASE (HOLO) /NADH/DMSO  H.EKLUND 1/84
1RBB RIBONUCLEASE B (GLYCOSYLATED) WILLIAMS, GREENE,MCPHERSON 9/87 JADH ALCOHOL DEHYDRGNSE (ISONICOTINIMIDYLATED)B.PLAPP, H.EKLUND 1/84
1RNS RIBONUCLEASE S B.WYCKOFF, F .RICHARDS 4/73 OXIDOREDUCTASE (oxygen(A)) !

HYDROLASE (serine proteinase and symogen) 1GOX *GLYCOLATE OXIDASE (SPINACH)} Y.LINDQVIST - 6/89
2ALP ALPHA-LYTIC PROTEASE M.FUJINAGA, M. JAMES 3/85 OXIDOREDUCTASE (oxygenase]

2CHA ALPBA-CHYMOTRYPSIN (TOSYL) D.BLOW 1/75 2CPP CYTOCHROME P4SOCAM(PSEUDOMONAS PUTIDA) T.POULOS,B.FINZEL,A.HOWARD 4/87 R
4CHA ALPHA-CHYMOTRYPSIN (BOVINE) H.TSUKADA, D.BLOW 11/84 OXIDOREDUCTASE (superoxide radical(s))

SCHA ALPHA-CHYMOTRYPSIN (BOVINE) R.BLEVINS, A.TULINSKY 1/85 2SOD SUPEROXIDE DISMUTASE J.RICHARDSON, D.RICHARDSON 3/80
2GCE  GAMMA-CHYMOTRYPSIN COHEN, DAVIES, STLVERTON 5/80 ‘TRANSFERASE (aminotransfer ase)

1CHG CHYMOTRYPSINOGEN J.KRAUT, J.BIRKTOFT 3/75 1AAT CYTOSOLIC ASPARTATE AMINOTRANSFERASE  HARUTYUNYAN,MALASHKEVICH 4/82 A
2CGA CHYMOTRYPSINOGEN A(BOVINE) D.WANG, W.BODE, R.EUBER 1/87 2AAT *ASPARTATE AMINOTRANSFERASE COMPLEX SMITH, ALMO, TONEY, RINGE 5/89
1ENE *ELASTASE (HUMAN NEUTROPHIL) M.NAVIA ET AL. 4/89 TRANSFERASE (carbamoyl transferase)

1EST ELASTASE (PORCINE, TOSYL) H.WATSON 5/16 2ATC ASPARTATE CARBAMOYLTRANSFERASE W.LIPSCOMB 3/82
3EST ELASTASE (PORCINE) E.MEYER ET AL. 9/87 4ATC ASPARTATE CARBAMOYLTRANSFERASE W.LIPSCOMB 4/84
2PKA KALLIKREIN A(PORCINE) W.BODE, Z.CHEN 5/84 JATC ASPARTATE CARBAMOYLTRANSFERASE/CTP R.HONZATKO, W. LIPSCOMB 5/87 R
1PSG PEPSINOGEN (PORCINE) J.HARTSUCK, S . REMINGTON 10/88 TRANSFERASE (nucleotidyltransferase)

2SGA PROTEINASE A(STREPTOMYCES GRISEUS) M.JAMES,A.SIELECKI 1/83 1DPI DNA POLYMERASE I (KLENOW FRAGMENT) L.BEESE,D.OLLIS,T.STEITZ 8/87 A
2PRK PROTEINASE K(TRITIRACHIUM ALBUM LIMBER) C.BETZEL,G.PAL,W.SAENGER 11/87 TRANSFERASE (phosphotransferase)

3RP2 PROTEINASE II(RAT MAST CELL) S .REMINGTON, B .MATTHEWS 9/84 3ADK ADENYLATE KINASE(PORCINE) G.SCHULZ 11/87 R
1SBC SUBTILISIN CARLSBERG D.NEIDBART, G.PETSKO 5/88 1BKG HEXOKINASE A - GLUCOSE COMPLEX(YEAST)  W.BENNETT JR.,T.STEITZ 12/80
1SBT SUBTILISIN BPN(PRIME) J.KRAUT 8/72 2YEX HEXOKINASE (YEAST) FORM BIII STEITZ, ANDERSON, STENKAMP  3/78
2SBT SUBTILISIN NOVO J.DRENTH 9/76 3PFK PHOSPHEOFRUCTOKINASE (B.STEARCTEERMOPHILS)P .EVANS, P . HUDSON 1/88
1TON TONIN (RAT) M.FUJINAGA, M. JAMES 6/87 4PFK PHOSPHOFRUCTOKINASE (B. ST.)-F6P—ADP/MG P.EVANS,P.HUDSON 1/88
3PTB TRYPSIN (BENZAMIDINE INEIBITED) W.BODE, P.SCHWAGER, J.WALTER 9/82 SPFK PHOSPHOFRUCTOKINASE (B. ST.) T-STATE EVANS, FARRANTS, LAWRENCE 1/88 A
2PTN TRYPSIN (ORTHORHCMBIC, 2.4M (NH4)2504) J.WALTER, R.EUBER, W.BODE  10/81 1PFK PHOSPHOFRUCTOKINASE (E. COLI)-F6P-ADP/MG Y.SHIRAKIHARA,P.EVANS 1/88
IPTN TRYPSIN (TRIGONAL,2.4M (NHA)2504} J.WALTER, R.HUBER, W.BODE  10/81 2PFK PHOSPHOFRUCTOKINASE (E. COLI) W.RYPNIEWSKI, P.EVANS 1/88
4PTP TRYPSIN(DIP INHIBITED) CHAMBERS, STROUD, F INER-MOORE4/88 R 2PGK PHOSPHOGLYCERATE KINASE (HORSE) P .EVANS,C.BLAKE 9/76 B
1TPO TRYPSIN (ORTHOREOMBIC) W.BODE, J.WALTER, R.HUBER 9/82 3PGK PHOSPHOGLYCERATE KINASE (YEAST) H.WATSON 7/82
1TPP TRYPSIN/P-AMIDINO-PHENYL-PYRUVATE J .WALTER, W.BODE, R.HUBER 9/82 3PGM PHOSPHOGLYCERATE MUTASE H.WATSON 4/82
1TRM TRYPSIN (RAT) MUTANT (D102N) SPRANG, STANDING, FLETTERICK10/87 1PYK PYRUVATE KINASE (CAT) H.MUIRHEAD 1/80 A
2TRM TRYPSIN (RAT) MUTANT (D102N)/BENZAMIDINE R.STROUD, J.FINER-MOORE 4/88 TRANSFERASE (sulfur transferase)

1SGT TRYPSIN (STREPTOMYCES GRISEUS) R.READ, M. JAMES 4/88 1RHD RHODANESE W.HOL 12/77
2TGA TRYPSINOGEN (2.4M MGSO4) J.WALTER, R.HUBER, W.BODE  10/81 ‘TRANSFER RIBONUCLEIC ACID

1TGB TRYPSINOGEN (WITH CA, FROM PEG) BODE, FEHLEAMMER, HUBER 3/79 2TRA TRANSFER RNA(YEAST ASP,FORM A) E.WESTHOF, P .DUMAS, D.MORAS 11/87
17GC TRYPSINOGEN (.S CH3OH, .5 HOH) J.WALTER, R.HUBER, W.BODE  10/81 3TRA TRANSFER RNA(YEAST ASP,FORM B) E.WESTHOF, P .DUMAS,D.MORAS 11/87
1TGN TRYPSINOGEN A.KOSSIAKOFF, R. STROUD 9/79 4TNA TRANSFER RNA(YEAST, PHE) A.JACK, J.LADNER, A.KLUG 4/18
1TGT TRYPSINOGEN (173 K, .7 CE30H, .3 HOH) J.WALTER, R.HUBER, W.BODE  10/81 6TNA TRANSFER RNA(YEAST, PHE) S.-H.KIM ET AL. 11/78
2TGT TRYPSINOGEN (103 K, .7 CH3OH, .3 HOH) J.WALTER, R.HUBER, W.BODE  10/81 1TRA TRANSFER RNA(YEAST, PHE) M.SUNDARALINGAM ET AL. 5/86
COMPLEX (serine protelnase-inhibitor) 1TN1 TRANSFER RNA(YEAST,PHE,PB,PH 7.4) DEWAN, BROWN, BINGERTY, KLUG 12/86
1CHO ALPHA-CHYMOTRYPSIN/OVCMUCOID COMPLEX  M.JAMES ET AL. 3/88 1TN2 TRANSFER RNA(YEAST, PHE,PB,PH 5.0) J.DEWAN, R .BROWN, A.KLUG 8/86
6CHA ALPHA-CHYMOTRYPSIN (BOVINE)/PEBA A.TULINSKY, R.BLEVINS 2/87 ATRA TRANSFER RNA(YEAST PHE, ORTHORHOMBIC) E.WESTHOF, P .DUMAS,D.MORAS 11/87
2EST ELASTASE-TFAP COMPLEX (PORCINE)} L.SIEKER, D. BUGHES 3/86 DEOXYRIBONUCLEIC ACID

2KAI KALLIKREIN A(PORCINE)/PTI (BOVINE) W.BODE, Z.CHEN 5/84 3DNB  DNA (CCAAGATTGG) G.PRIVE,R.DICKERSON 3/88
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1ANA DNA(A, 5 (PRIME)-D-IODO-CCGG~3 (PRIME) ) B.CONNER, R.DICKERSON 6/82
2DND DNA (CGCAAATTTGCG) -DISTAMYCIN COMPLEX M.COLL, A.RICH 8/88
1BNA DNA (B, CGCGAATTCGCG, SYNTHETIC, 290 K) H.DREW, R.DICKERSON 1/81
2BNA DNA (B, CGCGAATTCGCG, SYNTHETIC, 16 K) H.DREW, R.DICKERSON 11/81
3BNA DNA (B, 9-BR-CGCGAATTCGCG, SYNTH, 20 DEG C) KOPKA,FRATINI,DICKERSON 2/82
4BNA DNA (B, 9-BR-CGCGAATTCGCG, SYNTH, 7 DEG C) KOPKA, FRATINI,DICKERSON 2/82
SBNA DNA (B, CGCGAATTCGCG, SYNTHETIC) /CISPLATIN WING, PJURA, DREW,DICKERSON 8/83
6BNA DNA (B, 9-BR-CGCGAATTCGCG, SYNTH) /NETROPSINM.KOPKA, R .DICKERSON 8/84
7BNA DNA (B, CGCGAATTCGCG, ANISO TEMP FACTORS) HOLBROOK, DICKERSON, KIM 1/85
8BNA DNA (CGCGAATTCGCG, SYNTHTC) /HOECHST 33258 PJURA,GRZESKOWIAK,DICKERSN 8/86
1DNH DNA (CGCGAATTCGCG)-HOECHST 33258 COMPLEX A.WANG ET AL. 2/88
1DCG DNA (CGCGCG) C.FREDERICK,A.WANG ET AL. 8/88
2DCG DNA (CGCGCG) /SPERMINE A.WANG,A.RICH ET AL. 8/88
2ANA DNA(A,GGGGCCCC, SYNTHETIC) M.MCCALL, T.BROWN, O. lCENNARD 8/85
1DN4 DNA (-BR-CG-BR-CG-BR-CG, SYNTHTC, 18 DEG C)D.MORAS ET AL. 12/86
1DNS DNA (-BR-CG-BR-CG-BR-CG, SYNTHTC, 37 DEG C)D.MORAS ET AL. 12/86
1DNE DNA (CGCGATATCGCG) /NETROPSIN M.COLL ET AL. 9/88
1D16 DNA (CGCGCGTTTTCGCGCG) CHATTOPADHYAYA, DICKERSON 4/88
4DNB DNA (CGCGAATTCGCG) C.FREDERICK,A.RICH ET AL. 8/88
9DNA DNA (A, GCCCGGGC, SYNTHETIC) U.HEINEMANN /87
1DN6 DNA (GGATGGGAG, SYNTHETIC) MCCALL, BROWN, HUNTER, KENNRD 5/87
3ANA DNA(A,GGGATCCC, SYNTHETIC) U.BEINEMANN, H.LAUBLE 7/88
1DN8 DNA (CGTACGTACG, SYNTHETIC) M.SUNDARALINGAM 5/87
1ZNA DNA(Z(PRIME),CGCG, HIGH-SALT, SYNTHETIC) H.DREW, R.DICKERSON 1/81
POLYSACCHARIDES
1AGA AGAROSE S.ARNOTT 5/718
1CAP CAPSULAR POLYSACCHARIDE (E. COLI M41l) S .ARNOTT 5/78
1C4s CHONDROITIN-4-SULFATE S .ARNOTT 5/78
2C4S CHONDROITIN-4-SULFATE (CA SALT) S.ARNOTT 5/18
1HYA HYALURONIC ACID(NA SALT, 3-FOLD HELIX) S.ARNOTT 11/77
2HYA HYALURONIC ACID(NA SALT, 4-FOLD HELIX) S.ARNOTT 5/78
3HYA HYALURONIC ACID(NA SALT, 2-FOLD HELIX) S.ARNOTT 5/78
4HYA HYALURONIC ACID (CA SALT, 3-FOLD HELIX) S.ARNOTT 5/718
1CAR CARRAGEENAN S .ARNOTT 5/718
1KES KERATAN SULFATE S .ARNOTT 5/78
MODEL STRUCTURES
CALCIUM BINDING PROTEIN
2CLN CALMODULIN/TRIFLUOPERAZINE MODEL N.STRYNADKA,M.JAMES 2/88
CONTRACTILE SYSTEM PROTEIN
1TNC TROPONIN (CA-BINDING COMPONENT) MODEL R.KRETSINGER, C.D.BARRY 6/80 A
DNA BINDING
2GAP CATABOLITE GENE ACTIVATOR PTN/DNA MODEL I.WEBER,T.STEITZ 3/86 A
HORMONE
1GF1 INSULIN-LIKE GROWTH FACTOR I MODEL BLUNDELL, BEDARKAR, HUMBEL 12/82
1GF2 INSULIN-LIKE GROWTH FACTOR II MODEL BLUNDELL, BEDARKAR, HUMBEL 12/82
1RLX RELAXIN (CONFORMATION A,UNREFINED) MODEL A.EVANS,A.NORTH 3/78
2RLX RELAXIN (CONFORMATION B, UNREFINED) MODEL A.EVANS,A.NORTH 3/78
3RLX RELAXIN (CONFORMATION A, REFINED) MODEL A.EVANS,A.NORTH 3/718
4RLX RELAXIN (CONFORMATION B, REFINED) MODEL A.EVANS,A.NORTH 3/78
IMMUNOGLOBULIN
1IGE IMMUNOGLOBULIN E(FC FRAGMENT) MODEL E.PADLAN, D.DAVIES 1/85
1FVB IMMUNOGLOBULIN FV B1912 MODEL E.KABAT, E.PADLAN 4/88
2FVB IMMUNOGLOBULIN FV B1912 MODEL E.KABAT, E.PADLAN 4/88
1HFM HYHEL-10 ANTIBODY,FV REGION MODEL C.MAINHART 10/87
IFVW IMMUNOGLOBULIN FV W3129 MODEL E.KABAT,E.PADLAN 4/88
IMMUNOGLOBULIN FV W3129 MODEL E.KABAT,E.PADLAN 4/88
COMPLEX (immoglobulin-antigen)
2HFM HYHEL-10/LYSOZYME COMPLEX MODEL C.MAINHART 10/87
LIPID-ASSOCIATED PROTEIN
IMLP MUREIN LIPOPROTEIN MODEL A .MCLACHLAN 8/78
HYDROLASE (acid proteinase)
1HVP HIV-1 PROTEASE MODEL I.WEBER 3/89
HYDROLASE (metall )
7TMN THERMOLYSIN SUBSTRATE (TRANSITION) MODEL B.MATTHEWS ET AL. 6/87
DEOXYRIBONUCLEIC ACID
1DNN DNA (ATCGGCTAAG...) MODEL J.SUSSMAN, E.TRIFONOV 11/82
1DN7 DNA(POLY(DG)~POLY (DC) , SYNTHETIC) MODEL M.MCCALL, T.BROWN,O.KENNARD 5/87
2ZNA DNA(2-1,CGCGCG, SYNTHETIC) MODEL A.RICH 2/81
3ZNA DNA(Z-I1I,CGCGCG,SYNTHETIC) MODEL A.RICH 2/81
* NEW OR REPLACEMENT ENTRY SINCE JUL-89 NEWSLETTER
STATUS CODES
BLANK STANDARD ENTRY AVAILABLE FOR DISTRIBUTION
A ALPHA CARBON ATOMS ONLY
B BACKBONE ONLY
R RECENT (1987-1989) REPLACEMENT FOR AN OUT-OF-DATE PARAMETER SET
TABLE 6. COORDINATE AND STRUCTURE FACTOR ENTRIES IN PREPARATION
26-0CT-89
IDENT DATE/
CODE MOLECULE DEPOSITOR(S) STATUS
4APR *ACID PROTEASE (R.PEPSIN)/INHIBITOR K.SUGUNA, D.DAVIES 8/89 P
S5APR *ACID PROTEASE (R.PEPSIN)/INEIBITOR K.SUGUNA, D.DAVIES 8/89 P
6APR *ACID PROTEASE (R.PEPSIN)/INHIBITOR K.SUGUNA, D.DAVIES 8/89 P
3ACN ACONITASE (PIG, INACTIVE) A.ROBBINS,C.D.STOUT 12/88 H
4ACN ACONITASE (PIG,ACTIVATED) A.ROBBINS,C.D.STOUT 12/88 H
SWGA AGGLUTININ (WHEAT GERM, ISOLECTIN 2) C.WRIGHT 6/88 RP
6WGA AGGLUTININ (WHEAT GERM, ISOLECTIN 1) C.WRIGHT 1/88 P
7API ALPHA 1-ANTITRYPSIN (MODIFIED, TETRAGONAL)R.HUBER ET AL. 9/88 RP
8API ALPHA 1-ANTITRYPSIN (MODIFIED, HEXAGONAL) R.HUBER ET AL. 9/88 RP
9API ALPHA 1-ANTITRYPSIN (MODIFIED, TETRAGONAL)R.HUBER ET AL. 9/88 P
1P01 ALPHA-LYTIC PROTEASE/INHIBITOR R.BONE, D.AGARD 4/89 P
1P02 ALPHA-LYTIC PROTEASE/INHIBITOR R.BONE, D.AGARD 4/89 P
1P03 ALPHA-LYTIC PROTEASE/INHIBITOR R.BONE, D.AGARD 4/89 P
1P04 ALPHA-LYTIC PROTEASE/INHIBITOR R.BONE, D.AGARD 4/89 P
1P05 ALPHA-LYTIC PROTEASE/INHIBITOR R.BONE, D.AGARD 4/89 P
1P06 ALPHA-LYTIC PROTEASE/INHIBITOR R.BONE, D.AGARD 4/89 P
1P07 ALPHA-LYTIC PROTEASE MUTANT (M192A) R.BONE, D.AGARD 4/89 P
1P08 ALPHA-LYTIC PROTEASE MUTANT (M192A)/INHBTR.BONE, D.AGARD 4/89 P
1P09 ALPHA-LYTIC PROTEASE MUTANT (M213A) R.BONE, D.AGARD 4/89 P
1P10 ALPHA-LYTIC PROTEASE MUTANT (M213A)/INHBTR.BONE, D.AGARD 4/89 P
1AT1 *ASPARTATE CARBAMOYLTRANSFERASE(R STATE) J.GOUAUX, W.LIPSCOMB 8/89 P
2AT]1 *ASPARTATE CARBAMOYLTRANSFERASE(R STATE) J.GOUAUX,W.LIPSCOMB 8/89 P
3AT1 *ASPARTATE CARBAMOYLTRANSFERASE(T STATE) J.GOUAUX,W.LIPSCOMB 8/89 P
8ATC *PALA-ASPARTATE CARBAMOYLTRANSFERASE KE, LIPSCOMB, CHO, HONZATKO 8/89 P
1CA2 CARBONIC ANHYDRASE II (EUMAN) ERIKSSON, JONES, LILJAS 2/89 »
2CA2 CARBONIC ANHYDRASE II/SCN (HUMAN) ERIKSSON, JONES, LILJAS 2/89 P
3CA2 *CARBONIC ANHYDRASE/AMS ERIKSSON, JONES, LILJAS 10/89 P
4CPV *CARP PARVALBUMIN V.KUMAR, L.LEE, B.EDWARDS 10/89 P
1CBH CELLOBIOHYDROLASE 1(NMR MIN AVRGD STRUC)G.M.CLORE,A.GRONENBORN 5/89 P
2CBH CELLOBIOHYDROLASE 1 (NMR,41 STRUCTURES) G.M.CLORE,A.GRONENBORN 5/89 P
1CLA *CHLORAMPHENICOL ACETYLTRANSFERASE (S148A)M.GIBBS,A.LESLIE 10/89 P
1CMs *CHYMOSIN G.GILLILAND ET AL. 10/89 P
3GCH *GAMMA-CHYMOTRYPSIN/CINNAMATE A STODDARD, RINGE, PETSKO 9/89 P
4GCH *GAMMA-CHYMOTRYPSIN/CINNAMATE B STODDARD, RINGE, PETSKO 9/89 P
5GCH *GAMMA~CHYMOTRYPSIN (PHOTOLYSIS) STODDARD, RINGE, PETSKO 9/89 P
2GCR GAMMA IV A CRYSTALLIN (BOVINE LENS) H.DRIESSEN ET AL. 5/89 P
3CPP CYTOCHROME P450CAM/CAMPHOR MONOXYGENASE R.RAAG,T.POULOS 6/89 P
5DFR  APO-DIHYDROFOLATE REDUCTASE (E.COLI) J.KRAUT 10/88 P
6DFR DIHYDROFOLATE REDUCTASE (E.COLI)/NADP J.KRAUT 10/88 P
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TDFR DIBYDROFOLATE REDUCTASE/FOLATE/NADP J.KRAUT 10/88 P
1DBF *DIHYDROFOLATE REDUCTASE (HUMAN)/FOLATE J.DAVIES, J.KRAUT 10/89 . P
2DHF *DIHYDROFOLATE REDUCTASE/S-DEAZAFOLATE J.DAVIES, J.KRAUT 10/89 P
4ANA A-DNA (ATCGGAATGGT) R.CHANDRASEKHARAN 2/89 P
1DNS DNA (GTGTACAC) /SPERMINE M.SUNDARALINGAM 2/89 P
1BDN DNA (CGCAAAAATGCG) DIGABRIELE, SANDERSN, STEITZ 4/89 P
1DNF DNA (CGCGFG) A.RICH ET AL. 12/88 P
1DN9 DNA (CGCATATATGCG) C.YOON, R.DICKERSON 4/89 P
1BD1 *DNA (CCAGGCCTGG) U.HEINEMANN 8/89 P
SANA *DNA (GTACGTAC) F .TAKUSAGAWA 8/89 P
1D10 *DNA (CGATCG) /DAUNOMYCIN C.FREDERICK ET AL. 10/89 P
1D11 *DNA (CGTACG) /DAUNOMYCIN WANG, UGHETTO, QUIGLEY, RICH 10/89 P
1D12 *DNA (CGATCG) /ADRIAMYCIN C.FREDERICK ET AL. 10/89 p
1D13 *DNA (ACCGGCCGGT) C.FREDERICK ET AL. 10/89 P
1D14 *DNA (CGTACG) /11-DEOXYDAUNOMYCIN L.WILLIAMS ET AL. 10/89 P
4EST ELASTASE/DIFLUOROKETONE INHIBTR COMPLEX E.MEYER JR. ET AL. 5/89 H
SEST ELASTASE/BORONIC ACID INHIBITOR COMPLEX E.MEYER JR. ET AL. 5/89 B
1ER]1 *ENDOTHIAPEPSIN/BW624 COMPLEX COOPER, FOUNDLING, BLUNDELL 10/89 P
1ER2 *ENDOTHIAPEPSIN/CP-69, 799 COMPLEX T.BLUNDELL ET AL. 10/89 P
1ER3 *ENDOTHIAPEPSIN/CP-71,362 COMPLEX T.BLUNDELL ET AL. 10/89 P
1ER4 *ENDOTHIAPEPSIN/H-142 COMPLEX T.BLUNDELL ET AL. 10/89 P
1ER5 *ENDOTHIAPEPSIN/H-189 COMPLEX T.BLUNDELL ET AL. 10/89 P
1ER6 *ENDOTHIAPEPSIN/H-256 COMPLEX T.BLUNDELL ET AL. 10/89 P
1ER7 *“ENDOTHIAPEPSIN/H-261 COMPLEX T.BLUNDELL ET AL. 10/89 P
1ER8 *ENDOTHIAPEPSIN/H-77 COMPLEX ‘T.BLUNDELL ET AL. 10/89 P
1ER9 *ENDOTHIAPEPSIN/L-363,564 COMPLEX T.BLUNDELL ET AL. 10/89 P
1ERO *ENDOTHIAPEPSIN/L-364,099 COMPLEX T.BLUNDELL ET AL. 10/89 P
2ER1 *ENDOTHIAPEPSIN/PD125967 COMPLEX QUAIL, COOPER, BLUNDELL 10/89 P
2ER2 *ENDOTHIAPEPSIN/PEPSTATIN COMPLEX T.BLUNDELL ET AL. 10/89 P
4EBX ' ERABUTOXIN A(SEA SNAKE) P.CORFIELD,T.~J.LEE,B.LOW 4/89 N
2GBP D-GALACTOSE-BINDING PROTEIN (E.COLI) N.VYAS, M.VYAS, F.QUIOCHO 2/89 H
1GMA GRAMICIDIN A(BACILLUS BREVIS) D.LANGS 8/88 P
2GMA *GRAMICIDIN A B.WALLACE, K.RAVIKUMAR 10/89 »
2EMG *HAEMAGGLUTININ D.WILEY 9/89 RP
3HMG *HAEMAGGLUTININ D.WILEY 9/89 P
4HEMG *HAEMAGGLUTININ D.WILEY 9/89 P
SHMG *HAEMAGGLUTININ D.WILEY 9/89 P
1COH HEMOGLOBIN (ALPHA-FERROUS, BETA-COBALTOUS)B.LUISI 1/89 p
1SDH *HEMOGLOBIN (SCAPHARCA, DIMERIC) ROYER, HENDRICKSN, CBIANCQIEIO/OS P
1HIR HIRUDIN (NMR,MIN AVERAGED STRUCTURE) CLORE, GRONENBORN ET AL. P
2HIR HIRUDIN (NMR,32 SRUCTURES) CLORE, GRONENBORN ET AL. 12/88 P
3HIR HIRUDIN (NMR,K47E, MIN AVERAGED STRUCTUR)CLORE,GRONENBORN ET AL. 12/88 P
4HIR HIRUDIN (NMR,K47E, 32 STRUCTURES) CLORE, GRONENBORN ET AL. 12/88 p
2HLA *HLA-AW68 GARRETT, SAPER, WILEY 10/89 P
3HLA *HLA-A2 D.WILEY ET AL. 10/89 P
2PHH P-HYDROXYBENZOATE HYDROXYLASE/ADPRP VAN DER LAAN, DRENTH, HOL 6/89 P
4FAB IMMUNOGLOBULIN 4-4-20 FAB/FLUORESCEIN A.EDMUNDSON ET AL. 4/89 P
1MCW IGG1 LIGHT CHAIN DIMER(MCG-WEIR HYBRID) K.ELY,J.HERRON,A.EDMUNDSON 5/89 P
2MCG IMMUNOGLOBULIN B-J INTACT MCG (ORTHRHMBC)K.ELY,J.HERRON, A.EDMUNDSON 5/89 P
3MCG IMMUNOGLOBULIN B-J INTACT MCG(TRIGONAL) K.ELY,J.HERRON,A.EDMUNDSON 5/89 RP
2FBJ *IGA FAB (KAPPA) J539 T.BHAT, E.PADLAN, D .DAVIES 8/89 RP
4INS INSULIN (PORCINE, 2-ZINC) G.DODSON ET AL. 7/89 RP
1ICD *ISOCITRATE DEHYDROGENASE J.HURLEY ET AL. 7/89 H
2LZT *LYSOZYME (TRICLINIC}) RAMANADHAM, SIEKER, JENSEN 9/8% P
1LYD LYSOZYME(T4 EXPRESSED IN E.COLI) D.ROSE 1/89 P
3LZM LYSOZYME(T4) B.MATTHEWS ET AL. 5/89 P
1L17 LYSOZYME(T4) MUTANT (I3V) B.MATTHEWS ET AL. 5/89 P
1118 LYSOZYME(T4) MUTANT (I3Y) B.MATTHEWS ET AL. 5/89 P
1L19 LYSOZYME(T4) MUTANT (S38D) B.MATTHEWS ET AL. 5/89 P
1120 LYSOZYME(T4) MUTANT (N144D) B.MATTHEWS ET AL. 5/89 P
1121 LYSOZYME(T4) MUTANT (N55G) B.MATTHEWS ET AL. 5/89 P
1L22 LYSOZYME (T4} MUTANT (K124G) B.MATTHEWS ET AL. 5/89 P
1L23 LYSOZYME(T4) MUTANT (G77A) B.MATTHEWS ET AL. 5/89 P
1L24 LYSOZYME(T4) MUTANT (A82P) B.MATTHEWS ET AL. 5/89 P
1125 LYSOZYME(T4) MUTANT (P86A) B.MATTHEWS ET AL. 5/89 P
1126 LYSOZYME(T4) MUTANT (P86C) B.MATTHEWS ET AL. 5/89 P
1L27 LYSOZYME(T4) MUTANT (P86D) B.MATTHEWS ET AL. 5/89 P
1L28 LYSOZYME(T4) MUTANT (P86G) B.MATTHEWS ET AL. 5/89 P
1129 LYSOZYME(T4) MUTANT (P86H) B.MATTHEWS ET AL. 5/89 P
1L30 LYSOZYME(T4) MUTANT (P86L) B.MATTHEWS ET AL. 5/89 P
1131 LYSOZYME(T4) MUTANT (P86R) B.MATTHEWS ET AL. 5/89 P
1L32 LYSOZYME(T4) MUTANT (P86S) B.MATTHEWS ET AL. 5/89 P
1133 LYSOZYME(T4) MUTANT (V131A) B.MATTHEWS ET AL. 5/89 P
1134 LYSOZYME(T4) MUTANT (R96H) B.MATTHEWS ET AL. 5/89 P
1L35 *LYSOZYME(T4) MUTANT (C54T,C97A,19C,L164C)B.MATTHEWS ET AL. 10/89 P
1MCM *MACROMOMYCIN P.VAN ROEY 9/89 P
IMBA MET MYOGLOBIN (APLYSIA LIMACINA) PH 7.0 M.BOLOGNESI ET AL. 2/89 P
2MBA MET MYOGLOBIN (A.LIMACINA) /AZIDE PH 7.0 M.BOLOGNESI ET AL. 2/89 P
3MBA MET MYOGLOBIN (A.LIMACINA) /FLUORIDE PH7.0M.BOLOGNESI ET AL. 2/89 P
4MBA MET MYOGLOBIN (A.LIMACINA) /IMADAZOLE M.BOLOGNESI ET AL. 2/89 P.
1MBW *MYOGLOBIN G.PHILLIPS 10/89 P
2MB5 *MYOGLOBIN B.SCHOENBORN, X.CHENG 10/89 RP
2PEP PEPSIN(PORCINE) T.BLUNDELL ET AL. 1/89 P
3PEP *PEPSIN(PORCINE) C.ABAD-ZAPATERO, J.ERICKSON10/89 P
2P2P PHOSPHOLIPASE A2(PORCINE) MUTANT B.DIJKSTRA 1/89 H
1PHY *PHOTOACTIVE YELLOW PROTEIN D.MCREE, J.TAINER, E.GETZOFF 8/89 P
1LRD LAMBDA REPRESSOR/DNA S .JORDAN, C.PABO 10/88 P
20R1 *R1-69 (PHAGE 434)/OR1 COMPLEX AGGARWAL, ANDERSON, HARRISON 9/89 P
1REN *RENIN A.SIELECKI ET AL. 10/89 H
2RN3 *RIBONUCLEASE A(BOVINE) HOWLIN,MOSS, HARRIS, PALMER 8/89 RP
8RSA *RIBONUCLEASE A/DT J.NACHMAN, A .WLODAWER 8/89 P
9RSA *RIBONUCLEASE A/DU J.NACHMAN, A .WLODAWER 8/89 P
4SGB *SGPB/PCI GREENBLATT, RYAN, JAMES 9/89 P
1SNC *STAPH NUCLEASE/CA2+/PDTP P.LOLL, E. LATTMAN 7/89 P
1501 *SUBTILISIN BPN’ MUTANT M.WHITLOW,A.HOWARD, J.WOOD 8/89 H
1AIT TENDAMISTAT (NMR) K.WUETHRICH ET AL. 1/89 p
2AIT TENDAMISTAT (NMR, 9 STRUCTURES) K.WUETHRICH ET AL. 5/89 P
1TLD *TRYPSIN (BOVINE, ORTHORHOMBIC) BARTUNIK, SUMMERS, BARTSCH 7/89 P
1TNF *TUMOR NECROSIS FACTOR M.ECK, S.SPRANG 8/89 P
2MEV MENGO VIRUS M.ROSSMANN 4/89 RP
1BMV *BEAN POD MOTTLE VIRUS J.JOHNSON 10/89 P
1R1A RHINOVIRUS 1A M.ROSSMANN ET AL. 12/88 p
1RMU RHINOVIRUS MUTANT ((1)C199Y) M.ROSSMANN ET AL. 10/88 P
2RMU RHINOVIRUS MUTANT ((1)V188L) M.ROSSMANN ET AL. 10/88 P
2RR1 RHINOVIRUS/ANTIVIRAL AGENT 1R COMPLEX M.ROSSMANN ET AL. 10/88 RP
2RS1 RHINOVIRUS/ANTIVIRAL AGENT 1S COMPLEX M.ROSSMANN ET AL. 10/88 RP
2RM2 RHINOVIRUS/ANTIVIRAL AGENT 2 COMPLEX M.ROSSMANN ET AL. 10/88 RP
2RS3 RHINOVIRUS/ANTIVIRAL AGENT 3S COMPLEX M.ROSSMANN ET AL. 10/88 RP
2R04 RHINOVIRUS/ANTIVIRAL AGENT 4 COMPLEX M.ROSSMANN ET AL. 10/88 RP
2RSS RHINOVIRUS/ANTIVIRAL AGENT 5S COMPLEX M.ROSSMANN ET AL. 10/88 RP
2R06 RHINOVIRUS/ANTIVIRAL AGENT 6 COMPLEX M.ROSSMANN ET AL. 10/88 RP
2R07 RHINOVIRUS/ANTIVIRAL AGENT 7 COMPLEX M.ROSSMANN ET AL. 10/88 RP
1R08 RHINOVIRUS/ANTIVIRAL AGENT 8 COMPLEX M.ROSSMANN ET AL. 10/88 P

© 3XIA XYLOSE ISOMERASE (STREP.OLIVOCHROMOGENES)G.FARBER,G.PETSKO 2/89 P
4XIA D-XYLOSE ISOMERASE/SORBITOL K.HENRICK,C.COLLYER,D.BLOW 6/89 H
5XIA D-XYLOSE ISOMERASE/XYLITOL K.HENRICK,C.COLLYER,D.BLOW 6/89 H
1ZNF *ZINC FINGER (NMR) P .WRIGHT 9/89 P
1PKI CAMP-DEPENDENT PROTEIN KINASE(I) MODEL I.WEBER 3/89 P
2PKI CAMP-DEPENDENT PROTEIN KINASE(II) MODEL I.WEBER 3/89 P
R4APRSF *ACID PROTEASE (R.PEPSIN) /INHIBITOR K.SUGUNA, D.DAVIES 8/89 s
R5APRSF *ACID PROTEASE (R.PEPSIN)/INHIBITOR K.SUGUNA, D.DAVIES 8/89 S
R6APRSF *ACID PROTEASE (R.PEPSIN)/INHIBITOR K.SUGUNA, D.DAVIES 8/89 s
RACPVSF *CARP PARVALBUMIN KUMAR, LEE, EDWARDS 10/89 s
R1BDNSF DNA (CGCAAAAATGCG) T.STEITZ ET AL. 4/89 s
R2BDNSF DNA (CGCAAAAATGCG, BROMINATED) T.STEITZ ET AL. 4/89 s
R1DNISF DNA (CGCATATATGCG) C.YOON, R.DICKERSON 4/89 s
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R1BD1SF *DNA (CCAGGCCTGG) U.BEINEMANN
RAESTSF  ELASTASE/DIFLUOROKETONE INHIBTR COMPLEX E.MEYER JR. ET AL.
RSESTSF  ELASTASE/BORONIC ACID INHIBITOR COMPLEX E.MEYER JR. ET AL.
R3EBXSF *ERABUTOXIN B(SEA SNAKE) B.LOW ET AL.
RI1COHSF  HEMOGLOBIN (ALPHA-FERROUS, BETA-COBALTOUS)B.LUISI
R1SDHSF  *HEMOGLOBIN (SCAPHARCA, DIMERIC) W.ROYER ET AL.
R2FBJSF *IGA FAB (KAPPA) J539 BHAT, PADLAN, DAVIES
RSLDESF  APO-M4-LACTATE DERYDROGENASE/CITRATE M.ROSSMANN ET AL.
RILDHSF  LACTATE DEHYDROGENASE COMPLEXES M.ROSSMANN ET AL.
R6LDHSF  APO-M4-LACTATE DEHYDROGENASE (DOGF ISH) M.ROSSMANN ET AL.
RI1LDMSF  LACTATE DERY! /NADE/C
R2LZ2SF  LYSOZYME (TURKEY)
R2LZTSF *LYSOZYME (TRICLINIC)
RIMCMSF  *MACROMOMYCIN
R3MDHSF  MALATE DEHYDROGENASE (PORCINE)
R2MBSSF  *MYOGLOBIN
R7PCYSF *CU-II PLASTOCYANIN
R2PRKSF  *PROTEINASE K(TRITIRACHIUM ALBUM LIMBER) BETZEL, PAL, SAENGER
R2RNTSF  RIBONUCLEASE T1/GUANYL-2’,5’-GUANOSINE U.HEINEMANN ET AL.
R2RSPSF  *ROUS SARCOMA VIRUS PROTEASE A.WLODAWER ET AL.
R1SNCSF *STAPH NUCLEASE/CA2+/PDTP P.LOLL, E.LATTMAN
RITECSF  THERMITASE/EGLIN-C COMPLEX
R1BMVSF *BEAN POD MOTTLE VIRUS
RIRIASF  RHINOVIRUS 1A
RIRMUSF  RHINOVIRUS MUTANT((1)C199Y) M.ROSSMANN ET AL.
R2RMUSF  RHINOVIRUS MUTANT ((1)V188L) M.ROSSMANN ET AL.
R2RR1SF  RHINOVIRUS/ANTIVIRAL AGENT 1R COMPLEX M.ROSSMANN ET AL.
R2RS1SF  RHINOVIRUS/ANTIVIRAL AGENT 1S COMPLEX M.ROSSMANN ET AL.
R2RM2SF  RHINOVIRUS/ANTIVIRAL AGENT 2 COMPLEX M.ROSSMANN ET AL.
R2RS3SF  RHINOVIRUS/ANTIVIRAL AGENT 3S COMPLEX M.ROSSMANN ET AL.
R2RO4SF  RHINOVIRUS/ANTIVIRAL AGENT 4 COMPLEX M.ROSSMANN ET AL.
R2RS5SF  RHINOVIRUS/ANTIVIRAL AGENT 5S COMPLEX M.ROSSMANN ET
R2RO6SF  RHINOVIRUS/ANTIVIRAL AGENT 6 COMPLEX M.ROSSMANN ET AL.
ET
ET

P.VAN ROEY

J.JOHNSON
M.ROSSMANN ET AL.

R2RO7SF  RHINOVIRUS/ANTIVIRAL AGENT 7 COMPLEX  M.ROSSMANN
RI1RO8SF  REINOVIRUS/ANTIVIRAL AGENT 8 COMPLEX  M.ROSSMANN

*  NEW OR REPLACEMENT ENTRY SINCE JUL-89 NEWSLETTER
STATUS CODES

ALPHA CARBON ATOMS ONLY

BACKBONE ONLY

HOLD FOR DELAYED RELEASE AS REQUESTED BY DEPOSITOR
NEW ENTRY AWAITING APPROVAL BY DEPOSITOR

IN PREPARATION

REPLACEMENT FOR ENTRY IN TABLE 5

STRUCTURE FACTORS

0N Zmw

8/89
5/89
5/89
1/88
1/89
10/89
8/89
1/88
1/88
11/87

{DOGF) J.GRIFFITH, M.ROSSMANN 11/87
M.PARSONS,S.PHILLIPS 10/88
RAMANADHAM, SIEKER, JENSN9/89

9/89

J.BIRKTOFT, L. BANASZAK 12/88
B .SCHOENBORN, X.CHENG
COLLYER, GUSS, FREEMAN

10/89
9/89
11/87
1/88
10/89

/89
P .GROS.B.DIJKSTRA, W.HOL5/89

10/89
12/88
10/88
10/88
10/88
10/88
10/88
10/88
10/88
10/88
10/88
10/88
10/88

TABLE 7. PROTEIN DATA BANK, BIBLIOGRAPHIC ENTRIES (NO COORDINATES)

26-0CT-89

OEAP ACID PROTEINASE (ENDOTHIA PARASITICA)

OACD *ACYL-COA DEHYDROGENASE

OAKA *ADENYLATE KINASE-1,P5-DI (ADENOSINE-5 (PRIME)-)PENTAPHOSPHATE
OAKN *ADENYLATE KINASE

OWGl AGGLUTININ (WHEAT GERM, ISOLECTIN 1)

OALD *ALDOLASE A

OAFP *ANTIFREEZE POLYPEPTIDE (AFP) (HPLC-6)

OAF1 APOFERRITIN (HORSE)

OMAA MITOCHONDRIAL ASPARTATE AMINOTRANSFERASE

OACI *ASPARTATE CARBAMOYLTRANSFERASE

OACS *ASPARTATE CARBAMOYLTRANSFERASE-CARBAMOYL PHOSPHATE-SUCCINATE COMPLEX

ORNB  BARNASE (BACILLUS AMYLOLIQUEFACIENS)

0BGT *ALPHA-BUNGAROTOXIN

OCPT CALCIUM-BINDING PARVALBUMIN - TERBIUM COMPLEX
0CDI CALOTROPIN DI (CALOTROPIS GIGANTEA)

OCPS CARBOXYPEPTIDASE A(ALPHA)/GLYCYL-L-TYROSINE (-9 DEGREES C)
OCDT *CARDIOTOXIN VII4

OCPN *CATABOLITE GENE ACTIVATOR PROTEIN 91

OCHY *CHEY

0ZGP D-ALANYL-D-ALANINE PEPTIDASE(ZN2+ G PEPTIDASE)
0GCB  GAMMA-CHYMOTRYPSIN/3-BENZYL-6-CELORO-2-PYRONE
0GCI GAMMA-CHYMOTRYPSIN - INACTIVATOR COMPLEX

0COL *COLICIN A (C-TERMINAL DOMAIN}

OCN2 CONCANAVALIN A(DEMETALLIZED)

0CYS *CYSTATIN

0CCI *CYTOCHROME C PEROXIDASE COMPOUND I

05C1 CYTOCHROME C555(CELOROBIUM THIOSULFATOPHILUM)
OCPF CYTOCHROME P450CAM(SUBSTRATE-FREE)

ODNI DEOXYRIBONUCLEASE I (DNASE I)

0C3A DES-ARG77-C3A ANAPHYLATOXIN

ODRF *DIHYDROFOLATE REDUCTASE-FOLATE COMPLEX

ODFS R67 DIHYDROFOLATE REDUCTASE (ESCHERICHIA COLI)
ODN2 DNA (CGCAAATTCGCG, SYNTHETIC)

ODN3 DNA (CGCGAATTAGCG, SYNTHETIC)

ODAC DNA (GCGTACGC, SYNTHETIC)} COMPLEX WITH TRIOSTIN
ODN1 DNA (GGGGTCCC, SYNTHETIC)

OAN8 DNA (GGTATACC)

OANB DNA (GG+UA+UACC)

O0GTC DNA(A,GGGGCTCC, SYNTHETIC)

OEPC *ELASTASE- (THR-PRO-NVAL-NMELEU-TYR-THR) COMPLEX AT 19 DEGREES KELVIN

OEVC *ELASTASE-MEO-SUC-ALA-ALA-PRO-VAL CHLOROMETHYL KETONE
OESC ELASTASE COMPLEX WITH TWO MOLECULES OF ACE-ALA-PRO-ALA
OESZ ELASTASE COMPLEX(PIG)

OEXA EXOTOXIN A(PSEUDOMONAS AERUGINOSA)

OFDL FAB(IGG D1.3) COMPLEX WITH LYSOZYME

OFXI FERREDOXIN I(APHANOTHECE SACRUM)

OFCB *FLAVOCYTOCHROME B2

OFEI *FERREDOXIN I

OFX3 FLAVODOXIN (OXIDIZED,ANACYSTIS NIDULANS)

OFX2 FLAVODOXIN (REDUCED, CLOSTRIDIUM MP)

OGBP D-GALACTOSE-BINDING PROTEIN (ESCHERICHIA COLI)

OGLS GLUTAMINE SYNTHETASE(SALMONELLA TYPHIMURIUM)

OHG1 *HAEMAGGLUTININ (MUTANT D1112G)-SIALIC ACID COMPLEX
OHG2 *HAEMAGGLUTININ (MUTANT G146D)

OHG3 *HAEMAGGLUTININ (MUTANT L226Q)

OHG4 *HAEMAGGLUTININ (MUTANT L226Q)-SIALIC ACID COMPLEX
OHRS *HEAVY RIBOFLAVIN SYNTHASE

OHPI HEMOCYANIN (PANULIRUS INTERRUPTUS)

ODCH HEMOGLOBIN (COBALT, DEOXY)

0HBG HEMOGLOBIN (GLYCERA DIBRANCHIATA)

OHBT HEMOGLOBIN(T STATE, HUMAN)

OAUI IMMUNOGLOBULIN, BENCE-JONES FRAGMENT (KAPPA) AU

OROY IMMUNOGLOBULIN, BENCE-JONES FRAGMENT (V-MONOMER, KAPPA) ROY
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0IGl IMMUNOGLOBULIN Gl (KAPPA) DOB

OIN4 INSULIN (HUMAN)

OIN1 INSULIN(PORCINE)

0IN2 INSULIN (PORCINE)

OIN3 DESPENTAPEPTIDE INSULIN (BEEF)

OZIN *INSULIN (2ZN-INSULIN $PHENOL)

OILB *INTERLEUKIN-1BETA

OILT *INTERLEUKIN-2

ORIF *INTESTINAL FATTY ACID-BINDING PROTEIN

OLTN *LECTIN

OLPC *LIPOVITELLIN-PHOSVITIN COMPLEX

OL2G *LYSOZYME G (GOOSE-TYPE)

OGLM LYSOZYME (EMBDEN GOOSE)

0LZ5 LYSOZYME(HEN EGG-WHITE,NEUTRON STUDY)

OLZE LYSOZYME(HEN EGG-WHITE, DEUTERATED ETHANOL)
OLZT LYSOZYME(HEN EGG-WHITE, HIGE-TEMPERATURE)
OLZ6 LYSOZYME(STREPTOMYCES ERYTHRAEUS)

OTEL LYSOZYME (TORTOISE EGG-WHITE)

0B2M BETA2-MICROGLOBULIN

OMMD MITOCHONDRIAL MALATE DEHYDROGENASE (PORCINE)
OMLE *MUCONATE LACTONIZING ENZYME (MUCONATE CYCLOISOMERASE I*I)
OMBA MYOGLOBIN (APLYSIA LIMACINA)

OMBM MYOGLOBIN (SPERM WHALE,MET, TEMPERATURE STUDIES)
OMB3 MYOGLOBIN (SPERM WHALE,MET,NEUTRON STUDY)
OPEC *PAPAIN-E-64 COMPLEX

OPGL PHOSPHOGLUCCMUTASE (RABBIT)

OPPA PHOSPHORYLASE A (RABBIT)

OPB1 PHOSPHORYLASE B (RABBIT)

OCPC C~PHYCOCYANIN (AGMENELLUM QUADRUPLICATUM)
OPAL *PIKE 4 (DOT) 10 PARVALBUMIN BETA

OPFB *PLATELET FACTOR 4

OPF1 PROTHROMBIN FRAGMENT 1 (BOVINE)

ORCR *REACTION CENTER

ORXS RELAXIN (PORCINE) MODEL

OREN *RENIN

ORSA RIBONUCLEASE A(BOVINE)

ORIA RIBONUCLEASE A(BOVINE) COMPLEX WITH DNA (AAAA)
ORBS RIBONUCLEASE (BOVINE SEMINAL)

ORBI RIBONUCLEASE BI(BINASE)

ORST RIBONUCLEASE ST (STREPTOMYCES ERYTHREUS)
ORPL *RIBOSOMAL PROTEIN L30

ORIC *RICIN (RCAII)

0CSB *STREPTAVIDIN-BIOTIN COMPLEX

0ST1 *SUBTILISIN (BAS)

0ST2 *SUBTILISIN (BASOX) (PEROXIDE-OXIDIZED)

0SBP SULFATE-BINDING PROTEIN

O0SDE FE-SUPEROXIDE DISMUTASE (ESCHERICHIA COLI)
0SDP FE-SUPEROXIDE DISMUTASE (PSEUDOMONAS OVALIS)
0SDM MN-SUPEROXIDE DISMUTASE (THERMUS THERMOPHILUS)
OTMT *THERMITASE

OTEC *THERMITASE-EGLIN C COMPLEX

OTLL THERMOLYSIN (BACILLUS THERMOPROTEOLYTICUS) COMPLEX WITH P-LEU-NH2

OTT4 THIOREDOXIN (BACTERIOPHAGE T4)

OFMT INITIATOR TRANSFER RNA(E. COLI, F/MET)
OTR1 TRANSFER RNA(YEAST, PHE)

OMTS METHIONYL TRANSFER RNA SYNTHETASE
OTFD *TRANSFERRIN (DIFERRIC)

OTMD TRIMETHYLAMINE DEEYDROGENASE

OYPI TRIOSE PHOSPHATE ISOMERASE (SACCHAROMYCES CEREVISIAE)
OTRO *TRP REPRESSOR-OPERATOR COMPLEX

OTTI *BETA TRYPSIN-TRYPSIN INHIBITOR I
OAD2 ADENOVIRUS TYPE 2 HEXON (AD2)

0TMV VIRUS PROTEIN DISK(TOBACCO MOSAIC)

* NEW OR REPLACEMENT ENTRY SINCE JUL-89 NEWSLETTER

TABLE 8. CORRECTIONS TO COORDINATE ENTRIES AND PROGRAMS

26-0CT-89
CORRECTIONS TO ENTRIES MAY BE OBTAINED IN ONE OF TWO WAYS -
A. ORDER CORR27FI. THERE IS NO CHARGE FOR THIS MICROFICHE
WHICH CONTAINS A LISTING OF ALL CORRECTIONS APPLIED IN
THE LAST THREE MONTHS.
B. ORDER A NEW COPY OF DATAPRTP.
THE FOLLOWING DATA SETS HAVE HAD CORRECTIONS APPLIED. PLEASE CONSULT

A COPY OF THE PROTEIN DATA BANK ATOMIC COORDINATE AND BIBLIOGRAPRIC
ENTRY FORMAT DESCRIPTION FOR A FULL DESCRIPTION OF REVDAT RECORDS.

REVDAT 15 15-OCT-89 1SRXN 1 COMPND SOURCE
REVDAT 10 17-0CT-89 4ADEI 3 OBSLTE
REVDAT 7 15-0CT-89 1RN3F 1 COMPND
REVDAT 4 15~-0CT-89 1HR3C 1 REMARK
REVDAT 6 15-OCT-89 2TAAE 3 MTRIX

REVDAT 3 15-0CT-89 2ALPB 1 COMPND
REVDAT 3 15-O0CT-89 2GAPB 3 SCALE

REVDAT 2 15-OCT-89 2HHBA 3 MTRIX

REVDAT 2 15-OCT-89 4HHBA 3 MTRIX

REVDAT 2 15-0CT-89 2MCPA 1 REMARK
REVDAT 3 15-0CT-89 5RSAB 1 COMPND

REVDAT 3 15-OCT-89 6RSAB 1 COMPND
REVDAT 3 15-0CT-89 1RSMB 1 COMPND
REVDAT 3 15-0CT-89 1BDSB 1 AUTHOR EXPDTA
REVDAT 3 15-0CT-89 2BDSB 1 AUTHOR EXPDTA
REVDAT 3 15-0CT-89 1CSEB 1 SEQRES
REVDAT 2 15-OCT-89 1F19A 1 REVDAT REMARK
REVDAT 3 15-0CT-89 1GD1B 1 REMARK
REVDAT 2 15-0CT-89 1HVPA 1 HEADER
REVDAT 3 15-0CT-89 2HVPB 1 HEADER

REVDAT 2 15-0CT-89 2P21A 1 JRNL

REVDAT 2 15-OCT-89 7RSAA 1 COMPND
REVDAT 3 15-0CT-89 2SECB 1 SEQRES

REVDAT 2 15-0CT-89 2TMVA 1 JRNL

REVDAT 3 15-0CT-89 1PRCB 1 REMARK

THE FOLLOWING DATA SETS HAVE BEEN REPLACED

OLD NEW
ENTRY ENTRY
OBSLTE 17-0CT-89 4ADH 8ADHE
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P}otein Data Bank Brookhaven Order Form October 1989

Name Date
Address Telephone
Electronic Mail

Check or written purchase order must be made payable to Brookhaven National Laboratory (see Method of Payment)

Items to be ordered (prices are valid until September 30, 1990)

MAGNETIC TAPE items from Table 1:

DATAPRTP (includes all coordinate entries)

6250 cpi 1600 cpi TK50

VAX/VMS BACKUP [1$294 Os371 1380

VAX/VMS COPY [J$294 Ll$371 [(J$380

Unlabelled ASCII [1$294 CI$371

Unlabelled EBCDIC 1294 371

IRIS cartridge TAR tape [1$391

PDBPGMTP

VAX/VMS COPY [J$294 (294 [I$317

STRUCTURE FACTOR TAPES each tape ordered costs $294

[INONSTITP [CINONST2TP CINONST3TP [LINONSTATP
CINONSTSTP CINONST6TP CINONST7TP

Choose one format for STRUCTURE FACTOR tapes

Unlabelled ASCII OJe250cpi 11600 cpi

Unlabelled EBCDIC 6250 cpi 11600 cpi

MICROFICHE items (from Table 2). Each microfiche item costs $380, postage included. Correction fiche are free.

List Items requested:

PRINTED LISTINGS . Each entry costs $85, postage included.

IDENT Code(s) (from Table 5) requested:

Please total all the charges applicable to this order. All prices are expected to be valid through September 30, 1990.
After that date please confirm prices.

Bank charges ($40 if check not in U.S. dollars drawn on U.S. bank, otherwise no charge )

Foreign air mail charges (charge of $19 per tape item mailed outside U.S. and Canada)

Magnetic tape charges:

Microfiche charges:

Printed listing charges:

TOTAL COST:

(continued on the next page)
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Protein Data Bank Brookhaven Order Form October 19é9

DOCUMENTATION desired (no charge)

[Jntroduction to the Protein Data Bank (April 1988)

[JLatest Newsletter

[ Atomic Coordinate and Bibliographic Entry Format Description for DATAPRTP and DATAPRFI (March 1989)
O Current DATAPRTP Directory

[ Sources of Visual Aids for Macromolecular Structure (January 1989)

[0 Non-Standard Entries (Structure Factors ) Format Description

[J Data Deposition Form

SPECIAL ORDER items (described in Table 1) requested. Please inquire at Brookhaven for availability and price.

YEARSSTP CONECTTP DSTNCETP
PART89TP DGPLOTTP FISIPLTP
BENDERTP DIHDRLTP PHIPSITP

ENTERING AN ORDER:

* Brookhaven requires that either a written purchase order or check payable to
BROOKHAVEN NATIONAL LABORATORY

and the order form be received before service is provided. If using facsimile, the original order forms and purchase
orders must also be sent to Brookhaven by mail.

o Please return order form (including a self addressed label) to

BROOKHAVEN NATIONAL LABORATORY
Chemistry Department - Bldg. 555

Ms. F. C. Bemstein

Upton, New York 11973 USA

Telephone: 516-282-4382
Facsimile: 516-282-5815

To ensure proper handling, it is advisable for users to send an additional copy of this order form directly to
Brookhaven; experience shows that purchasing departments often do not forward the original with the purchase order.

METHOD OF PAYMENT:

e WIRE TRANSFER:

The most convenient method of payment is by wire transfer. In order to use a wire transfer, Brookhaven
must receive a purchase order with the order form before service is provided. Once you have received
our invoice, a wire transfer can be sent through your bank to:

Bank: Barclays of New York

Branch: Upton, New York 11973

Account Name: Brookhaven National Laboratory
Customer Account Number: 9850021889

e CHECKS made out to BROOKHAVEN NATIONAL LABORATORY are also welcome.
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