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Altogether, 31 new atomic coordinate entries are available with the current release (see Table 5), including the
structure of the photosynthetic reaction center (1PRC) from R. viridis, the work of 1988 Nobel Laureates Hans Deisen-
hofer, Robert Huber and Hartmut Michel. The past year has seen the addition of approximately 100 new entries to the
PDB.

The new DATAPRTP release includes the entry 1BDS, the first structure derived from solution NMR measure-
ments to be distributed by the PDB. Other such entries that have been deposited are currently being processed (see
Table 6). To accommodate differences between these data and those derived from diffraction measurements, a num-
ber of new PDB record types will be instituted. (Details will be pravided in a subsequent revision of the Protein Data
Bank Atomic Coordinate and Bibliographic Entry Format Description document.) Under the methodologies used to
refine structures from NMR, a number of models normally are generated which are consistent with the experimental
data. All such models for which coordinates are deposited will be included in one sin gle PDB entry, delineated by new
record types MODEL and ENDMDL which will carry a unique model ID number. If an "average" structure is desig-
nated by the depositors, this will be placed in a separate entry. In addition, it is proposed to add to all entries a record
type EXPDTA, with a field to describe the primary data from which the model has been derived {e.g., FIBER DIF.
FRACTION, NEUTRON DIFFRACTION, NMR, THEORETICAL MODEL, X-RAY DIFFRACTION).

While developing the scheme outlined above to accommodate NMR-based structures io the PDB format, we are
also in the process of evalvating a number of format upgrades or extensions. Suggestions along these lines will be wel-
come, and should be sent 10 Enrique Abola.

The PDB has an opening for a Postdoctoral Research Associate, as described on the enclosed blue sheet. Inter-
ested applicants should contact Enrique Abola.

We are pleased to announce that the CAQS/CAMM Center, the Dutch National Facility for Computer-Assisted
Chemistry, has joined existing on-line DATAPRTP distributors as on-line distributor serving the Dutch chemical re-
search community through SURFnet. A complete list of on-line distributors is given below:

CAN/SND, Canadian Scientific Numeric Data Base Service, Ottawa
contact Roger Gough, telephone  613-933-3294, e-mail CANSND@NRCVMO1

CAOS/CAMM, Dutch National Facility for Computer-Assisted Chemistry, Nijmegen
contact  Jan Noordik, telephone  0031-080-613386, e-mail CAQS@HNYKUNS52

EMBL, European Molecular Biology Laboratory, Heidelberg, FRG
contact Peter Rice, telephone 0049-6221-387-241, e-mail RICE@EMBL

Pittsburgh Supercomputing Center
contact HughNicholas, telephone  412-268-4960, e-mail NICHOLAS@CPWPSCA

The established Protein Data Bank centers continue 10 provide their full range of services. Inquiries may be ad-
dressed as shown below. Please note that the order form on Pages 7-8 should be used only for Brookhaven orders; users
in Japan or Australia should contact their centers for detailed information.

Area Address of Center BITNET (BNL Only) Name Phone
Worldwide Protein Data Bank PDB@BNLCHM Inquiries 516-282-4382
except Chemistry Department ABOLA@BNLCHM E.E. Abola 516-282-4383
Australia Brookhaven National BERNSTEIN@BNLCHM F.C.Bemstein 516-282-4382
and Japan Laboratory P. A . Esposito  516-282-4382
Upton, NY 11973 KOETZLE@BNLCHM T. F. Koetzle 516-282-4384
USA WENG@BNLCHM I.C. Weng 516-282-3629
Australia CSIRO Division of Biotechnology P. Davis 03-342-4326

343 Royal Parade, Parkville
Victoria 3052, Australia

Japan Institute for Protein Research Y. Katsube (06) 877-5111
Osaka University ext. 3912
Yamadaoka, 3-2 Suila,
Osaka 565, Japan
Supported by the U. S. National Science Foundation and U, S. National Institutes of Health.
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TABLE 1. FROTLIN DATA BANK, IRTORMATICN AVAILABLE OM MASNETIC TAPE RLDEOG LACTATE DEHYDROGEHASE M, ROSSHANN 8/75 sF
ALDEOY LACTATE DERYDROGENASE/NAD/PYRUVATE M. ROSSHANN 8/75 sF
09=JAN-BS R5LDASF  LACTATE DEBYDROGEMASE/S-LAC/NAD (#15) U.GRAU,H ., ROSSHANN 1/Bl sF
RILZHSF  LYSOLYME {HEN EGG-WHITE, MONOCLINIC) C.BLAKE, D, RICE 6/81 st
coce ITEM AVAILABILITY RZLZASF  LYSOZYME (EEN EGG-WHITZ, ORTHORHOMBIC) C.BLRKE,D,RICE &/81 sF
USA JAP AUS FMETMYSI'] MYOCGLOBIN (SPERM WHALE, MET) T~ TAKANC €/16 SF
RDEMYSELl MYOGLOBIN {SPERM WHALE, DEOXY} T TAKANQ €/76 st
DATAPRTP ALL CURRENT COQRDINATE ENTRIES (TASLE §), COMPUTER X x X RETHASE  TRAANSPER RNA (YEAS'T, PBE} A.JACK, J.LADHER, A.KLUG 6/8B0 SF
PROGAAMS (TABLE 3, PART A}, ALL CURRENT BIBLIOGARAPHIC
ENTAIES {TABLE 7 — WO COORDINATES IN BIR ENTRIES}) EART 2 — AVAILABLE ON MONST2TE, NOWST2FI

YEARGUTP WEW OR REVISED COQRDINATE ERTRIES FOR 1988

PARTEST? NEW CR REVISED COORDINATE ENTRIES FOR 1%E9 {TO DATE) % RICCASF  CYTOCHROME C {RICE) H.OCRI,N.TANAKA 3/83 sp
PDRRGMT? COMPUTER PROGRAMS AND MISCELLANLOUS FILES x R3I51CSF  CYTGCHROME C551 {OXIDIZED) T.TAKANO, R.DIGKERSON  9/B1 5r
{TARLE 3, PAATS A RND B) R451CSF  CYTOCHROME C551 {REDUCED) T.TAKANQ,R.DICKERSON 9781 SP
NONSTIT? STRUCTURE FACTOR HOLOINGS (TABLE 4 — PART 1) X x RIANASE  ONA(A, D-1ODO-CCSG) SPACE GROUP P 43 21 2 B,COWNLR,R.DICKCRSON 6782 ST
RCHST2TP STRUCTURE FACTOR HOLOINGS (TABLE 4 — PART 2) X X RIANAPZ  DHA(A, D-10DO-CCGG) SEACE GROUP P 21 B.CONMER, R.DICKCRSON /82 ST
KONST3TP  STRUCTURE FACTOR ROLDINGS (TABLE 4 — PART 3) X X A2BNASF  DMA(B, CGCGAATTCGCS, SYNTHETIC, 16 X) H.DREW, R, DICKEASOM 11/81 st
HONSTLTP STRUCTURE FACTOR ROLDINGS (TABLE 4 - PART 4) X x RIBNASF  DNA(B, $-BA—CGCGAATTCECS, 20 DEG C) KOPKA, TRATINI, DICKERSON2/82 ST
RONSTSTP  STRUCTURE FACTOR EOLDINGS (TABLE 4 - PART 5) X x R4BHASF  DMA(B, 9-BR-LCCGAATTCGES, 7 DIG C) KOPKA, TRATINI, DICKERSON2/82 ST
HONST6TP STRUCTURE FACTOR EOLDINGS (TABLE 4 — PART £} X x RSBNASF  DNA{B, CGCGAATTCGOS, SYRTHETIC) /CISPLATIN WIKG,PJURA, DREW, DCKRSN £/83 SF
NONSTTTE  STRUCTURE FACTOR ECLDINGS (TABLE 4 — PART T} X x RIGAASF rn.uwmmast-uummasnmcrm:mnncwr.m H. AMMOR 12/82 ¢
BENDERTP PARAMETERS FOR BENT~WIRE MODELS X RIGASSF  GLUTAMINASE-ASPARAGINASE (PSEUDCHCNAS 7A) B, AMMON 12/82 &
BLOKITT? MODEL BUILDER'S XiT PLEASE INQUIRE AT US CEHTER RIEMQSF  HEMERYTHRIH (MET) STENKAMP , SIENER, JENSEN 2/B3 SF
CONECTTP CONNECTIVITY SPECIFICATIONS FOR ALL ATCMS x RIEMZSF  HEMERYTHRIN (ALIDO, MET) STENKAMP, SIEHER, JENSEN 2/83 SF
DGFLOTTE  DIAGONAL PLOTS (LINE PRINTER) X RZIKSSF  INSULIN{BOVINE,3-ZINC}DES-PHE Bl C.REYNOLDS,G.DODSCN 5782 SF
CIEDRLTP COMPLETE TORSICHN ANGLES x RILE1SF  LEGHIMCGLOBIN {ACETATE MET) VAINSHTEIN, HARUTYUNYAN 4/82 SF
DSTHCETP COMNECTIVITY SPECIFICATICHNS WITH DISTANCES X R2LHISF  LEGREMCGLOBIN [ACLTATE MET} VAINSHTEIR, HARUTYUNYAN 4782 SF
FISIPLTF PHI/PSI PLOTS (LIHE PRINTER) x R1LAZSP  LEGHIMOGLOBIN{AGUO MET) VAINSETEIN, HRRUTYUNYAN 4782 Sp
PHIPSIT? LISTS OF PHI/PSI/OMEGA VALUES X RZLHZSF  LEGHEMOGLOBIN [AQUC MET}) VAINSETEIN, EARUTYUNYAN 4/BZ 5F
RILHISF  LEGHEMOGLOHIM {CYANO MET} VAINSETEIN, EARUTYUNYAN 4/82 SF
* NEW OR REPLACEMENT ENTRY SINCE OCT-B8 NEWSLETTER RILEJSF  LEGAEMOGLOBIM [CYANOD MET) VAINSHTEIN, EARUTYUNYAH £/82 sP
RILA4SF  LEGHEMOSLOBIR (DEOXY) VAINSATEIN, BARUTYUNYAN 4/82 aF
TABLE 2, PROTEIN DATA BANK, INFCRMATIGH AVAILABLE O MICROFICHE RZLH4SF  LEGHEMOGLOBIK {DEOXY} VAINSATEIN, BARUTYUNYAN 4/82 ST
RILASSF  LEGHEMCGLOBIN [FLUORQ MET} VAINSHTEIN, HARUTYUNYAN 4/82 ST
09-JAK-E9 R2LESSF  LEGHEMOGLOBIK {FLUGRO MET) VAINSHTEIN, SARUTYURYAN 4/82 s7
RLLEEST  LEGHEMOGLOBIN{RICOTINATE MET) VAENSHTEIN, HARUTYUNYAR 4/82 5F
CODE ITEM AVAILABILITY R2LEESF  LEGAIMOGLOBYH {NICOTINATE MET) VAINSATEIN, HARUTYUNYAR 4782 SF
USA JAP AUS RILH?SFR LEGHEMOGLOBIN {FERRO} /N ITROSOBENIINE VAINSHTEIN, HARUTYUNYAN 27631 SF
R2LUTSF  LEGREMCGLOBIN (FERRO} /HITROSOBEMZENE VAINSATEIN, HARUTYUNYAN 4/82 SP
DATAPRFI ALL CURRENT COCRDINATE ENWTRIES {TABLE 5), COMBUTER X X RILYMSF  LYSOZYME {HEN EGCG-WRITE,MORCCLINIC) HOGLE, RAO, SUNDARAL INGAMT/§2 SF
PROGRAMS {TABLE 3, PART A}, ALL CURRENT BIBLICGRARHIC RIMLTSE  MELITTIN TERWILLIGER, EISEHBERG 8/81 5§
ENTRIES (TABLE 7 - NO COORDINATES IN BTR ENTRIES} RICVOSE  OVOMUCOID FRAGMENT {JAPANESE QUAIL} E.PAPAMOKOS, R. EUBER 1/82 sF
YEARSGFI NEW OR REVISED COORDINATE ENTRILS FOR 1988 b3 AZDE2SF  PROPHOSPEQOLIFASE A2 (BOVINE) DIJKSTRA, HOL,DRENTH 9781 SP
PARTASFI NEW OR REVISED COORDINATE ENTRIES FOR 1985 (70 GATE} X RIPYPSF  INORGANIC PYROPHGSEPAATASE E, HARUTYUNYAN ET AL. 2/B3 ST
CORR24FT ¢LIST OF CORRECTIONS NOQ. 24 {OCT/88 = JAN/ES) ¥ X X RLRN3ISF  RIBONUCLEASE A BORKAKCT I, MGS5,PALMER  6/82 5T
WONSTIFI STRUCTURE FACTOR HOLDINGS (TABLE 4 - PART 1} X X RITLNST  THERMOLYSIN (NATIVE} B,.MATTHEWS,M.ROLHES  2/82 5¢
NONSTZFI STRUCTURE FACTOR BOLDINGS (TABLE 4 ~ PART 2} XX RZPINST  TRYPSIN({ORTHOREDMBIC,2.4M {RH4}2504} J.WALTER, R, HUBER 10/81 SF
NONSTIFI STRUCTURE FACTOR BOLDINGS (TABLE 4§ - PART 3} X X RITRCSE  THYPSIN [ORTECREOMBIC) BODE, WALTER, HUBER 3/82 St
KONST4FI STRUCTURE FACTOR ECLDINGS (TABLE 4 — PART 4) X x RIPTNSP  TRYPSIN([TRIGONAL,2.4M (HH4}25C4} J.KALTER, R.HUBER 10/81 sF
HONSTSF1 STRUCTURE TACTCR HOLDINGS (TABLE 4 -~ PART §) L § R3IPTBSF  TRYPSIM(BENZAMIDINE INEIBITED) 830DE, SCEWAGER, KALTER  9/82 SF
NONSTE€FI STRUCTURE TACTCR HOLDINGS {TABLE 4 — PART &) X X RITPPSF  TRYPSIN/P-AMIDIHO-~PHENYL-F YRUVATE WALTER, BODE, BUBER 9/32 SF
MONSTIFI STRUCTURE FACTOR HOLDINGS {TASLE 4 — PART T} % X R4PTISF  TAYPSIN INRIBITOR{BOVINE,?ANCREAS) R.HUBER, J.DEISENHOFER 9/82 SF
BENDERFL PARAMETERS FOR BENT-WIRL MODELS * RZPTCSF  TRYPSIN/TRYPSIN INAIBITOR COMPLEX R.HUBER, J.DEISLNHOFER 9/82 SF
BLDKITFI MODEL BUILDER'S KIT PLEASE INQUIRE AT US CENTER RITEASF  TRYPSIN{ANAYDRO)/TRYPSTN TNRIBITCR HUBER, BODE, DEISENREOFER %/82 S
CCHECTFI CONNECTIVITY SPECIFICATIONS FOR ALL ATCMS X RITGASF  TRY?SIHOGEN (2.4M MGS04) J.WALTER, R ,RUBER 10/81 st
DEPLOTFI  DIAGQNAL PLOTS (LIKE PRINTER) x RIIGCSF  TRYPSINOGEN(.5 CHICH,.5 BOH) T WALTER, R .HUBER 10781 sF
DIHDARLFI COMPLETE TORSION ANGLES X RLTGTST  TRYPSINOGEN (173 X, .7 CHICH, .3 EOH} J.HALTER, R.HUBER lo/a1 sy
DSTNCEFI CONNECTIVITY SPECIFICATIONS WITH DISTANCES x R2IGIST  TRYPSINOGEN (103 X, .7 CH3IOH, .3 EOR} J. WALTER, R, HUBER 10/81 &F
PISIPLFI PHI/PSI PLOTS {LINE PRINTER} x RITGPSF  TRYPSINOGEN/TRYPSIN INBIBITOR ®.HUBER ET AL. 3/82 SF
PHIPSIFI LISTS COF PHI/PSI/OMEGA VALUES x RITPISF  TRYPAINOGEN/TRYPSIN INEIBITOR/ILE-VAL  R.AUBER ET AL. $/82 sF
R2TPISF  TRYPSINOGEN/PTI/ILE-VAL {MERCURATED) 7, HALTER, R HURER 10/81 sF
* HEW OR REPLAGEMENT ENTRY SINCE OCT-§8 NEWSLETTER RITGSSF  TRYPSINOGEN/PSTI R.HUBER ET AL. 3/82 5P
TABLE 3. PROTEIN DATA BANX, COMPUTER PROGRAMS AND MISCELLANEGUS FTLES PART 3 ~ AVAILABLE OR NOHSTAT?, NOMSTIFI
O9-JAN-19 RICATSF  CATALASE (BEEF LIVER) M. ROSIHARN 11/81 st
R4CHASF  ALPHA~CAYMOTRYPSIN {BOVINE} #.TSUKADA, . BLOW 11/84 sF
HAME PURPOSE AUTHOR{S} REV DATE/ RAGCHST  GAMMA-CHYMOTRYPSTN COHEN, CAVIES, SILVERTCH 7/84 3P
SUPPORTED R2C2CSF  CYTOCHROME C2 {OXIDIZED} BHATTA,FINZEL, XRAUT  11/B3 §F
PART A - AVAILABLE ON DATAPRTP, DATAPREI, PDBPCHMTP RIC2CSE  CYTOCHROME 2 (REDUCED) BRATIA,FINZEL, KRAUT  11/83 SF
—_—— RZANASF  DMA(R, GGGGLCCE, SYNTHETIC) HCCALL, BROWN, KERNARD 9785 SF
BENDER PARRMETERS TR BENT-WIRE MODELS G.WILLIAMS 4/82 YES RGANASE  DNA(B, CGCSARTTCECS, SYNTRETIC) /HETAGESIN M. KOPKA, R.DICKERSON 8/84 ST
BLOKIT MODEL BUILDER'S KIT E.ASOLA 2/B4 YES RIBNASP  DNA (B, CGCGAATTCGCG, ANISO TEMP FACTORS) EOLBROOK, DICKERSON,KIM 1/95 SE
BRUKTP MAKE VAX/VMS FILES FROM PDH TAPE A.ROSSRARD 8/85 MO RIFXISF  FLAVGOOKIN {D,VULGARIS, UNREFINED) WATENPAUGH, S TEXR, JENSH10/84 ST
CORECT GERERATE FULL CONNICTIVITY T.BERNSTEIN 8/52 YBS HIGEISF  GLUTATHICNE PEROXIDASE (BOVINE} ©,EPP, R. LADENSTEIN 6/85 SF
CORTCT INTERMOLECULAR CONTACTS L. ANDREWS 5/8% MO RZNABSF  HEMOGLOBIN {HUMAN, DEOXY) G.FERMI, M, PERUTZ 3/84 SF
CGFLOT DIAGONAL FLOTS ON PRINTER L.5WANSON, F. BERRSTEIN 1/81 ¥ES RIHROSF  HEMOGLOBIN {HUMAN,OXNY) 8. SHARNAN 3/84 sF
DIHDRL COMPLETE TORSION ANGLES E,ABOLA 3/90 Y55 RIMCPSE  1GA FAB([KAPPA}MCPCE03 G.COHEN ET AL. /84 SF
DRCTRY DIRECTIORY OF ¥DB DISTRIBUTION TAPE E.ABOLA /86 YES RZMCPSF  IGA FAB (KAPPA}MCPCE03/PHOS PHOCEOLINE PADLAN,COREN,DAVIES 10784 SF
D3THCE ChLC DISTANCES FROM CONECT RECORDS T.BERNSTEIN 8/92 YIS RIPFCSF  IGG PFC FRAGMENT S.BRYANT ET AL. 4/85 5T
FISIPL PHIJPSI PLOTS ON PRINTER T.RERNSTEIN 5/79 YES RILITSF  LYSOZYME|HEN EGG-WAITE,TRICLINIC) HDSDN, BAWN, SILKR, JENSN 4/B5 &F
15H CCLOR-CODED ALPHA-CARBON MGODELS R.MATELA, R, FLETTERICK /82 no RIHBOSF  MYOGLOBIR (SPERM WHALE, OXY) $.PRILLIES 3/84 SF
HAMCD  BRLL-AND-STICK MOOEL DISPLAY ¥.BEPPU 6/83 WO RIGVOSF  OVOMUCOID THIRD DOMAIN (SILVER PHEASANT] W.BCDE,O0.EPP 6/85 sF
PHIPSI MAIN-CHAIN TORSION ANGLES AKDREWS, WILLIAMS, BERNSTEIN 2/79 YES RIPFDSF  PAPAIN © J. JANSON1US 10/84 sF
REFMTE REFORMAT DATA FOR SUPERTAB,SUPERE  L.RELLICK, J.DUANE 12/83 No AIRP25F  PROTEINASE II(RAT MAST CELL} S.ARMINGTON, B.MATTEEWS 3/84 sF
STEREG EXTRACT X,Y¥,Z FROM STEREQ DIASRAMS M.ROSSHANN 6/79 WO RSPTISTX PTI{X-RAY) A.WLOCANER, R.8UIER 10/84 ST
TAPDIR PRINT DIRECTORY OF TAPE CONTENTS B, BERNSTELN, F.BERNSTEIN 11/79 YES RSPTISIM  PTI{NEVTRON} A.WLOCANER, R .HUBER 13/84 SF
THEQD  MCASURE COORDINATES KITH TEECOOLITE L.LEBIODA /02 wo RIRFASTX RIBONUCLEASE A(X-RAY} K. WLODAWER 6/B5 ST
TORSRU COMPLETL TORSION ANGLES G, REEKE 10479 no RSASASFN RIBOKUCLEASE A (NEUTROW} A WLODAWER 6/85 SF
TOTALS VALIDATION OF MASTER RECORD L.ANDREWS, F.BERKSTELN 3/82 YES RSAXNSE  RUBREDOXTH (C.PASTEUR [ANUM) WATENPAUGE, STEXR, JENSN10/B4 SF
R2VSASF  VIRUS COAT FPROTELIN (SBMV, T=1} M. ROSSHANN 4/85 SF
FART B — AVAILABLE OGN PDBRGMTP R4SBVSE  VIRUS COAT PROTETN {SOUTHERN BEAN MOSALC)M.ROSSMANN 4/85 SF
ALB SECONBARY STRUCT. CALC., PREDICTION A,FINKELSTEIN,O.PTITSYN 10/85 NQ PART 4 - AVAILAGLE ON NONST4TP, NONSTA¥I
CRYSTAL DATA BASE ~ PROTEIN CRYSTALLIZATION G.GILLILAND 12/84 %o —_—
TABLES DISPLAY SPACE-GROUF SYMMETRY IN 3D C,ABAD-ZAPATERO,T.O DONNELL12/8Y %O RZAPRSF  RHIZOPUSPERSIN{ACID PROTEINASE) K. SUGUHA, D.DAVIES 3/87 SF
RIKGASF  AGGLUTININ (WHEAT GERM, ISCLECTIN 2) €, WRIGRT 8/46 sF
*  REW OR REPLACEMENT ENTRY SINCE CCT-88 NENSLETTER R2AZASE  AZURIH (ALCALIGENES DERITRIFICANS) L. BAKER, G. NORRIS 10/86 SF
RZICBSF  CALCIUM-BINDING PROTEIN (INTESTINAL} D.SZERBENYI, K.MOFFAT 3/96 SF
SUPPORTED PROGRAMS ARE THOSE FOR WEICH STAYT OF THE PROTEIN DATA BANK WILL RICCYSF  CYTOCHROME C(PAIME} B.FINZEL ET AL. 8/35 5F
PROVIOE CORRECTIONS FOR DEMONSTRATED ERACRS. RICYPSF  CYTOCHAOME C PEROXIDASE {YEAST) PINZEL,BQULOS, KRAUT 8/85 SF
REBNASF  DEA(CGCGARTTCGCS, SYNTHETC) FHOECHST 33258 .PJURA, R.DICKERSON B/86 S5F
TABLE 4. PROTEIN DATA BANK, STRUCTURE FACTOR HOLDINGS RIDH4SF  DNA(-BR-CG-BR-CG-8R-0G, SYNTATC, 18 DEG C)D.MORAS ET AlL. 12/86 ST
RIDNSSE  DNA{-BR-CG-BR-CG~BR-CG, SYNTHTC, 37 DEG C}D.HMORAS ET AL. 12/86 SF
05-JA%-89 RIRSMSF  LYS 7-DNP-LYS 41 RIBONUCLERSE A B.FINIEL ET AL. 8785 sF
RICIFSF  L7/L12 505 RIBGSOMAL PROTEIN (C-TERMINAL]M,LEIJONMARCK, R.LILJAS 9/86 SF
1DENT DATES RIMARST  KYOHEMERYZTHRIN SHERITF, AENDRICKSCN 4/87 s¥
CODE MOLECTLE DEPOSITQR CObE RIRNTSF  RIBONUCLEASE T1/GUANYLIC ACID COMPLEX  W.SAENGER ET AL. 7/87 sF
ASTHASF  TRANSFER RNA{YEAST,ASP) WESTEHOF, DUMAS,MORAS  10/85 SF
FART 1 — AVAILABLE ON NONSTLITP, KONSTIFL AGPTIST  TRYPSIN INHTBITOR(FORM LII,BOVINE) A HLODANLR S/8T SF
— RIVFISF  POLYOMA VIRUS CAPSID RRYMENT, BAKER, CASFAR  3/B3 SF
RKLACISF  ACTINIDIN E.BAKER T/11 sF
CHYMOF ALPHA-CHYMOTRYPIIN {TOSYL) . BLOW 4773 sF PART 5 - AVAILABLE ON NONSTSTP, NONSTSTI
RCARED4  CALCIUM-BINDING PARVALBUMIN R, XRETSINGER 2774 sF —_—
RCARPDS  CALCIDM-BINDING PARVALBUMIN R.KRETSINGER 2414 SF RIMEVSF  MEKGOD VIRUS M. ROSSMANH 2/47 st
R2A5CST  CYTOCHROME BS F.5.MATHEWS 12/77 5F
RICYTSF  CYTOCHROME C (ALBACCRE, OXIDIZED) T.TAKANO,R.DICKERSON ~ 7/80 ST BART 6 - AVAILABLE ON HONSTETP, NONSTEFL
RACYTSF  CYTOCHROME C (ALBACORE, RERUCED} T.TAKANO,R.DICKERSCH  7/80 ST —
RCYC5501  CYTOCHROME C550 R.TIMKOVICH 4716 s5F RIAPRSF  ACID PROTEINASE/PEPTIDE INHIBITOR COMPLXX.SUGUNA,D.DAVIES 6/87 sF
RIZNASF  DNA(Z(PRAIME),CGCG, BIGR-SALT, SYNTHETIC} X,DREW,R.DICKERSON 1/81 sF RSUNASF  DNA{A, GECEGGGC, SYNTHETIC) U.HE INEHANN /88 &%
RI1BNASF  DNA (B, CCOGAATICGCS, SYNTHETIC, 290 K) #.DREW, R.DICXERSON 1/B1 SFP RIDNHST *DHA(CGCOAATICGOG) =-ACLCHST 33258 COMPLEX A.WANG ET AL. 2/88 3P
RGPDO4 GLYCERALOEAYDE-3-P-DEHYDROGENASE [LOBSTR) M. ROSSMANN sns SF R3DNDSE  *DNA(CCAAGATIGG} 6.PRIVE, R, DICXERION 3/88 SP
R2GPDSF  APO-GLYCERALDEHYDE-3-P-DERYDROGENASE M. ROSSMANN 2779 SF RIDIESF  *DNA{CGOGCOTTTICGOGCE) R.DICHERSON ET AL. 4/eB SF
R2ZHMEBSF  HEMOGLOBIN (HORSE, AQUO MET AND CO} LADNER, HEIDNER, PERUTZ smn 5P RIANASF  “DNA (A, GGGATCCC, SYNTHETIC) U.REINIMANN, H.LAUBLE  7/B8 SF
RIFOHSF  EEMOGLGBIN (HUMAN, FETAL, DEORY) J.FRIER 6/80 SF RIESTSE  ELASTASE [PORCINE} E.MEYER ET AL. /87 ST
RHUMDENQ2Z BEMOGLOBIN {HUMAN, DEOXY) #.PERUTZ,G . FERMI 5715 SF RIINSSF  *INSULIR [BORCINE, XARY +REUTRCH) R WLCOMNER, H.SAVASE  10/88 sSF

LAMPRY1 BEMOGLOBIN (LAMPREY) HENDRICKSON, LOVE, KARLE 5/73 sr RIPFKSF “PROSPHOFRUCTOKINASE({E. COLI}~F§B-ADM/MG ¥.SHIRAKIHARA,P.EVANS 1/98 ST
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R2PFKSI  *PHOSPHOFRUCTOXINASE(E, COLI) Y. SHINAKIBARA, P, EVANS 1/88 sr 1DH5  DNA(-BR-CG=BR~CG-BR-CG, SYNTHATC, 37 DEG C)D.HORAS ET AL. 12/86
RIPTRST +PHOSPHOTAUCTOXINASE(D. ST.) P EVANS, P, BUDSON 1788 sr 1DNE  DNA(GGATGGGAS, SYNTHETICH MCCALL, BROWN, HUNTER, KENNRD 5787
R4PTKST  +PHOSPROTRUCTOINASE(B. S1.) P LVANS, P .EUDSON 1788 &F 1DNO  DNA[CCTACGTACG, SYNTHETIC) H.SUNDARRLINGAM 578
RSPFKSF  +PHOSPHOFRUCTOXINASE(B. §T.} T-STATE EVANS, FARRANTS, LARRENCEL /88 ST 2DHD *DNA (CGCAAATTTGCG) ~DISTAMYCIN COMPLEX  M.COLL, A.RICE /88
RIPAZST  PSTLUDOAZURIN {ALCALIGENES FAZCALIS) PETANICS, DAUTER, WILSON €798 sP 1DKE *DHA (CCCCAATICGCG) —HOECHST 33250 COMPLEX A.KANG ET AL, 2708
RYRSASP  RIBONUCLEASE A (PHOSPHATE-FREE) A.WLOORHER,G.GILLILAND 6/89 ST 3DHB *DNA (CCARGATICG) &.PRIVE,R.DICKERSON ares
RARAVSYA RHINOVIRUS 14 {EUMAN} E.ARNOLD, M. RCSSMANN B/37 ST 1D1€ *DNA [CGEGCGTTITCONGEG) CHA'TTOP ADBYAYA, DICKERSON  4/88
RIRAVSTE REINGVIRUS 14 {EUMAN) SMM XKAU{CN}Z DERIV E.ARNOLD,M.ROCSSMANN 8/97 sF 3ANA DN (A, GCGATICC, SYNTAETIO) U.BEINEMANN, H,LAUBLE 7768
R4RAVSTC  RAINCVIRUS 14 {BUMAN) 1MM KAU{CN}Z DERIV E.ARNOLD,M.ROSSHANN B/27 5% 1DCG *DYA {CGCGCG) C.FAEDERICK,A.HANG ET AL. 8/8%
2DCS *DNA{CGCECGH/SPERMING AHANG, A.RICH ET AL, g/08
PART 7 — AVAILABLE ON NONST7P, BONSTIFI 4DHE *D¥A (CGCGAATTCGCG) C,FREDERICK,A.RICH ET AL, #/88
——— 1DHE *DHA (COGUGATATCGCG) /HETROPS IN H.COLL ET AL. 9/88
RIPRCSF  4PHOTCSYNTHETIC REACTION CENTER J.DEISENHOTER ET AL. 2/88 SF 18P CNA POLYMERASE I (KLENGW FRAGMENT}) L.BEESE,D.OLLIS, T.STEXITZ B/87 A
2GN5 GENE-5 DNA BINDING PROTEIR G.BRAYER, N.MCPRERSGY 1786
*  MEW OR REPLACEMENT ENTRY SINCE OCT-88 NEWSLETTER 1EST ELASTASE {PORCINE,TOSYL) R MATSON 5/76
2EST ELASTASE-TFAP CCMPLIX (PORCINE) L.SIEKER, D, HUGHES a/se
CCDES 3EST ELASTASE{FORCINE} E.MEYER ET AL. 5/87
1EFM ELONGATION FACTCR TU{TRYPSIN-MODIFIEG} F.JURNAK 5/8T A
SF  STRUCTURE FACTORS 1ETU ELORGATION FACTOR TU{DOMATH I)/GDP (MPLXT.LA COUR ET AL. 1788
1EWL ENOLASE {YEAST) L.LEBIODA,B.5TEC 3/B8 A
TABLE 5. PROTEIN DATA BANK, ATQMIC COORDINATE HOLDINGS 3EBX ERABUTOXIN B{SEA SNAKE) B.LOW ET AL, 1/88 R
1ECD ERYTHROGRUORIN (REDUZED, DEOXY) H.STELGEMANN, E .WEBER 3779
09-TAN-83 1ECO  ERYTHROCRUORTH {CARBONMONOXY) W, STELGEMAN, E . WESER 3/73
1ECK  ERYTERCCRUORIN {AQUO, MET) W.STEIGEMANN, E . WEBER 3719
IDENT DATE/ 1ECH  ERYTEROCRUORTH {CYANG, MET} . STETGEMANN, E.WEBER /78
CODE HOLECULE DEPOSITOR {5} STATUS 4FDl  FERREDOXIN {AZOTOBACTER VINELANDII} C.D.STOUT /6B R
IFXB  FERREDOXTH {B. TRERMOPRGTLOLYTICUS) FUKUYAMA, TSUKTHARM, KATSUBE €768
4APE ACID PROTEINASE {ENDOTRIA FARASITICA} T.BLUNDELL 5/96 ITDX  FERREDOXIN {PEPTOCOCGUS AEROGENES) E.ADMAN, L.SIEHER,L.JENSEN B/T6
2APP  RCID PROTEINASE {PENICILLIUMIANTAINELLUM)A.SIELECKI,M.JAMES 1493 AFXC FERREDOXIN {SPIRULINA PLATENSIS) TSUKIHARA, KATSUBE, KAKUDO  12/81
2APR  ACID PROTEINASE {RATZOPUS CHINENSIS) X, SUGUNA, D.DAVIES 3787 R IFXN  FLAVOOOXIN {CLOSTRIDIUM MF,OXIDIZED) M.IUDR1G 12/77
3APR ACID PROTEINASE/PEPTIDE INHIBITOR COMPLXX.SUGUNA,D,DAVIES £/817 4FXH  FLAVCOOXIN (CLOSTRIDITM M2, SEMIGUINONE) M.LUDWIG 12/77
2ACT  ACTIRIDIN E.BAHER 11779 1EX1  FLAVGOOXIN {D.VULGARIS, UNREFINED} HATENPAUGH, SIEXER, JENSEN  10/84
1ACK  ACTINOXANTHIN V.PLETHEV, A.KUZIN 12782 1GBF GALACTOSE-BINDING FROTEIN 5. MOWBRAY, G, PETSHD /83 A
3ADK ADEKNYLATE KINASE (PORCINE) G.SCEULZ 11/87 & 3GAP CATABOLITE GENE ACTIVATOR BROTESIN/CAMP I.WEBER,T.STEITZ 4/87 K
1AGA  AGAROSE S.ARNOTT if78 166N GLUCAGOH T.BLUNDELL 10/77
IWGA AGGLUTINIR (WAEAT GERM, ISCLECTIN 2) C.HRIGET 3/86 1PGI GLUCOSE-6-PHOSPHATE ISCMERASE H.MUIREEAD 1T A
1AMT ALASETHICIN (TRICHOOERMA VIRIDE) R.FOX, F .RICEARDS 12787 1P1 GLUTATEIONE PEROXIDASE [HOVIRE) ©.E2F, R.LADENSTEIN 6/85
4ADE  ALCOHOL DEBYDROGEMASE{APO} €.-1,BRANDEN B/79 3GRS  GIUTATHIONE REDUCTASE {DXIDIZED, HUMAN)  G.SCHULZ,A,KARPLUS 2/88 R
SADH ALCCHOL DEEYDROGEWASE{APO) /ADP-~RISCSE B, EKLUKD,T.A.JONES 1784 16Dl HOLO-GPD [BACILLUS STEANCTHEAMCPRILUS)  SKARZYNSKI,MOODY, KONACOTT 6787
EADL  ALCOHOL DEXYDROGENRSE{HOLO)/NRDH/DMSD  H,EKLUND 124 16PD  GLYCERALDEAYDE-1-P-DEEYDRAOGEHASE (LOBSTR}H. ROSSMANN 15
TADH  ALCCHOL DESYDRGHSE {ISONISOTINIMIDYLATED) B.PLAPR, H,EKLUKD 1/94 2GPD  APO-GLYCERALDERYDE-3-P-DEHYDRGNSE {LBSTR} M. ROSSMANN 12779
2ALP ALPHA-LYTIC PROTEASE M, FUJINAGA, M, JAMES 3795 3GPD  SLYCERALDRHYDE-3-P-DEHYDROGENASE (HUMAN) H.MATSONW,J.CAMPBELL £/83
2TAA  TAKA-AMYLASE KUSUROKI, MATSVURA, KAXUDG  10/92 184G BAEMASGLUTININ {INFLUENZA VIRUS} D.WILEY 6786
SAPI ALPHA 1-ANTITRYPSIN (MODIFIED, TETRAGONAL)R.BUBER ET AL. 10/84 1ARB  HEMERYTHRIN B W, RENDRICKSON E/76 A
GAPI ALPHA -ANTITRYPSIN (MCDIFIED,HEXAGOMAL} R.EUBER ET AL, 10/84 1840 HEMERYTHRIN [MET} STENKAMP, SIEKER, JENSER 2/83
1ABP  LeARADINQSE-BINDING PROTELN F.QUIKHD, G.GILLILAND 5780 1EMZ  HEMERYTHRIN{AZICOD,MET} STENKAMP , 8 IERER, JENSEN 2/933
IAAT CYTOSOLIC ASPARTATE RMINCTRAKSTERASE BRRUTYUNYAN, MALASEKEVICE  4/82 A 1ER3 HEMERYTERIN{AZIDO, MET, STPACHOSCMA} SMITH, HENDRICKSON, ADDISON 5/83
2ATC ASPARTATE CARBAMOYLTRANSFERASE W.L1Pscoun 3/82 1HDS HEMOGLOBIN {DEER, SICKLE CELL) E.MMA,R.GIRLING 10479
4ATC  ASPARTATE CARBAMOYLTRANSFERASE W.LIPSCOMB 4784 2MHB  HEMOGLOBIN {RORSE,AQUO MET} R.LADNER,HEIONER, PERUTZ  2/77
JATC  ASPARTATE CARBAMOYLTRANSFERASE/CTP R, HONZATKO, W, LIPSCOME 5/97 R 2DEB  HEMOGLOBIN {HORSE, DEOXY) M.PERUTZ, G .FERMI 11/73
2AZA  AZURIN(ALCALIGENES DENITRIFICANS) Z.BAKER, G, NORRIS 10/86 2HEE HEMOGLOBIM (RUMAN, DEOXY} G.FERMI,M.PERUTZ 3/34
1AZU  RZURIN {PSEUDCMONAS ALAUGINGSA) E.ADMAN, L.SIEXER,L.JENSEN /80 3RER  EEMOGLOBIN(HUMAN, DECXY, SYMMETRY AVRGD) G,.FERMI,M.PERUTZ 3/84
3BCL BACTERIOCELOROPHYLL A PROTEIN TROBAUD, SCHMIG, MATTHERS 6/87 R 4RH3  BEMOGLORIN (BUMAM, DEOXKY, UNRESTRAINED} G.FERMI,M.PERUTE 1784
1BDS *BDS-I {SEA ANEMONE} (KMR MIN AVRGD STRUCT)G.M.CLORE,A.GRONERBORN t1/88 1HCO  BEMOGLOB IN (HUMAN , CARBONMONOXY) J.BALDWIN 2778
2ABX ALPHA~BUNGARGTOXIN R.LOVE, R. STROUD 2786 2HCO  HEMOGLOBIN [HUMAN, CARBOKMOHOXY, NAG HEFWD} J.BALDKIN 8/73
1CPY  CALCIUM-BINDING PARVALBUMIR SET 6A R.KRETS INGER B/TE 18HO HEMOGLOBIN (EUMAN,OXY) B. SHAANAN 6/83
PV CALCIUH-BINDING PARVALBUMIN SET & R.XRETSINGER 8/14 1FDE  HEMOGLOBIH [EUMAN, FETAL, DECXY) . FRIER 8/76
3CPY  CALCIUM-BINDING PARVALBUMIN SET 6I R.KRETSINGER 8774 1HBS HEMOGLOBIN S (HUMAN,SICKLE CELL) E.PADLAN, W.LOVE 6/92
2ICH  CALCIUM-BINDING PROTEIN{INTESTINAL) D.SIEBENYI, K.MOFFAT 9/86 2L8B8  AEMOGLOBIN ¥ [CYANO,MET,SEM LAMPREY} HONIATKO, SENDRICKSON, LOVE  8/85
ICLH * CALMCDULIN (RAT} Y. BABU, C.BUCG, K.COOK $/88 R 2¥HX  HEXOKINASE {YEAST) FCAM BIII STEITZ,ANDLRSON, STENKAME  3/70
ICAP  CAPSULAR POLYSACCHARIDE({E. COLI M41) 5. ARNOTT 5/78 1EKG HEXCKINASE A ~ GLUCOSE GUMELEX [YEAST)  W.BEWNETT dR.,T.3TEITZ 12/80
2CAB  CARNONIC ANHYDRASE B (HUMAN) K. KANKAN 10/83 1RIP BIGH POTENTIAL IRON PROTEIN J.KRAUT 475
LCAC CARBONIC ANRYDRASE C ([HUMAN) X. KANHAN 5776 LHLA  2TSTOCOMPATIBILITY ANTIGEN A2 {HUMAN} D.WILEY ET AL. 167087 A
3CFA  CARBOXYPEFTIDASE A/GLYCYLTYROSINE D.REES, W, LIPSCOME 3782 1HYA BYALURCHIC ACID(NA SALT, 3-FOLD HELIX) 8.ARNGTT 134797
4CFA CARBOXYPEPTIDASE A/POTATO INHIBITOR O.REES, W.LIPSCCHB ajez 2RYA HYALURCMIC ACID(NA SALT, 4-FOLD HELIX) 5. ARNOTT 5/78
SCPA CARBOXYPEPTIDASE A/WATER {ECVINE} b.REES, W,LIESCOMB 5762 JHYA  HYALURONIC ACID(NA SALY, 2-FOLD HELIX) 8.ARNOTT 5570
1693 CARBOXYPEPTIDASE ® (BOVINE) M. SCHMID, J.HERRIOTT /T8 A 4HYA HYALURONIC ACID{CA SALT, 3-FOLD HELIX) 5,ARNOTT 5/78
1PTE  D-ALANYL-CARBOXYPEPTIDASE-TRANSPEPTIDASET, KELLY, J. KNOX, ¥ .MOEWS 10/85 A 1PHH  P-EYDROXYBENIOATE HYDROXYLASE CCMPLEX  B.SCEREUDER, J.DRENTE 13787
ICAR CARRAGEEHAR §.ARXOTT /78 IFBJ  IGA FAB(KAPPA)J539 T.BUAT, D.DAVIES ET AL. 6/86
AT  CATALASE(BEEF LIVER) I.FITA, M. ROSSMANN 11/84 IMCE  IGA FAB|KAPPA}MCPCG03 SRTOW, COEEN, PADLAN, DAVIES 7/84
BCAT CATALASE(BEEF LIVER) I.FITA, M. ROSSHANN 1i/84 2MCE  IGA TAB(KAPPA)MCPC603/PHOLPEOCROLINE E.PADLAN, 6,COREN, D.DAVIES 10/84
4CAT CATALASE (PENICILLIUM VITALE) B.VAIRSHTEIN ET AL, 2/83 B 184 IMHUNOGLOBULIN FAB (LAMBDA) XOL H.MARQUART, & .HUBER 5/83
1t4s CHONDROITIN-4-SULFATE 5. ARNOTT 5/7% IFAR  IMMUNCCLCBULIN FAB{PRIME)  HEW R-POLJAK 4/81
2C4S  CHONDROITIM-4«SULFATE(CA SALT) 5. ARNOTT s/78 2BFL  AYHEL-5 FAB/LYSOIYME COMPLEX $.SBERIFF,D.DAVIZS 8/87
2CHA  ALPEA-CHYMOTRYPSIN (TOSYL} D.BLOW 1715 IMCG  IMMUNOGLOBULIN B-J INTAGT MGG SCHIFFER,EDMURDSON ET AL. 5/78 A
4CHR  ALPEA-CAYMOTRYPSIN (BOVINE} 2. TSUKADA, D. BLSW 11/84 1REY IMMUNOGLOBULIN B-J FRAGMENT(V-DIMER)REI O.EFE, R.HUBER 1776
SCHA  ALPHA-CAYMOTAYES IN {3OVINE} R.BLEVINS, A, TULINSKY 1/85 ZREE  [MMUHOGLOBULIN B-J FRAGMENT|V-MNMER)RHE FURLY, WANG, YOO, SAX 6783
£CHA  ALPBA-CEYMOTAYPSIN {BOVINE) /PEBA A.TULINSKY, R.BLEVINS 2787 1FCL  IMMUNOGLOBULIR TC{HUMAK} J.DEISENHOFER 5781
1CHO  ALPBA-CHYMOTRYPSIN/OVCMUCOID COMPLEX — M.JAMES ET AL, 3788 1FC2  IMMUNOGLOBULIN FC-TRAGMENT B CCMPLEX J.PEISENRCFER 5/81
2GCH  GAMMA-CHYMOTRYPSIN COHEN, DAVIES, SILVERTGH 5/60 1PFC  IGG PFC FRAGMENT L.M.AMZEL 10/81
2012 CHYMOTRYPSIN INHIBTTOR 2{3ARLEY SEEDS) C.MCPHALEN,M.JAMES 5/88 R 1162 IMMUNOGLOBULIN G1{LAMBDA) XOL M. MARQUART, R.AUBER 5/93
1CHG  GHYMOTRYPS INCGEN J.XARUT, J, BIRKTOFT 3715 1I¥3  INSULIN{PORCINE, -ZIKC} G.DODSOM, D\ BOOGK I8 /90
2C6A  CHYMOTRYPSTHOGEN A{BOVINE} D .WANG, . BODE, R, HUBER 1/87 2INS INSULIN|BOVINE,2-ZINC) DES-PEE Bl C.REYNCLDS, G, DODSON 5/82
1CTS CITRATE SYKTRASE (P18} REMINGTON, NIEGAHD, HUBER 194 2INS *INSOLIN {PORCINE, XRAY+NEUTRON) A HLODAWER, H. SAVAGE 10/48
2CTS CITRATE SYNTHASE (P IG,CON, SITRATE CMPLY¥) REMINGTON, WIDGAND, HUSER 1/94 2PKA  KALLIMREIN A(PORCINE} W, BODE, % .CHEN 5/84
3CTS CITRATE SYNTHASE {CAICKEN,COA,CITRATE)  REMINGTON, WIEGAND, HUBZR 1/94 2XAT  KALLIXREIN A (PCRCINE]/PTI{BOVINE) W.BCDE, 2 .CEEN 5784
4CTS CITRATE SYNTBASE {P IG, OXALOACETATE CMPLX} REMINGTON, WIEGAND, HUBER 1/84 IKGA  KDPG ALDOLASE A.TULINSKY B/78 A
1ET%  ALFHA COBRATCXIN W.SAENGER, M. HALKINSHAN 3/82 IXES KERATAR SULFATE $.ARNOTT s/18
CNA  CONCANAVALIN A G.REEKE, J,BECKER, G, EDELMAN 4/75 131 BETA-LACTAMASE Q.HEREBERG, J.HOULT 4/8T A
JCHA  CONCANAVALIN A X. RARDHAN 9/76 4LOH  APO M4 LACTATE DEHYDROGENASE(DOGFISA)  W.EVENTOFF,M.ROSSHANN 417
ICH1 CONCANAVALIN A(DEMETALLIZEC) M. SHOHAM 1270 JLDE LACTATE DEHYDROGENASE/NAD/PYRUVATE (DOGF)M. ROSSMANN 11774
ICRN CRAMBIN W. HEHDRICKSON, M, TECTER 5481 SLDE  1ACTATE DERYDROGENASE/S-LAC/NAD {PIG}  U.GAAU,M.ROSSMANN 10/80
1CRQ CRO REPRESSOR PROTLIN 3.MATTHEWS T Al. 6/97 A 11DX  LACTATE DEHYDROGENASE(MOUSE TESTES) W.HUSICX, M, ROFSHARN 8778
LGCR  GAMMA-II CRYSTALLIN{CALF} T.BLUNDELL B/85 1LEf LEGAEMOGLOBIH{ACETATE MET) VAINSHTEIN, HARUTYUHYAR 4782
1CBE CUCUMBER BASIC PROTEIN J.M.GUSS 9/83 A RLE} LEGHEMOGLOBIN(ACETATE MET) VAINSATEIN, RARUTYUNYAN 4782
285C CYTOCHROME B3 (OXIDIZED] F.5.HATHEWS 12777 1LE2  LEGAEMCGLOBIN (AQUO MET) VAINSHTLIN, HARUTYUNYAN 4rg2
1568 CYTOCHROME B562(E.COLI,OXIDIZED} BETHGE, CZERWINSKI, MATHEWRS 9/79 2LH2  LEGHEMOGLOBIN [AQUG MET) VAINSATEIN, HARUT YUNYAN 4762
ACYT CYTOGHROME © {ALBACORE, OXIDIZED} T.TAKANQ, R .DICKERSON T80 1LA3 LEGHEMOGLOBIN(CYANO MET) VAINSHTEIN, HARUTYURYAN 4782
4CYT CYTOCHAROME € {ALBACORE, REDUCED) T.TAKANO, R .DICKERSON 7re0 2LA3  LEGEEMOSLOBIN (CYANOQ MET) VAINSHTE IN, HARUTYUHYAN 4782
1CYC  CYTOCHROME C{3CNITO, EEART) M.KAKUDO a/7¢ 1L84 LEGEEMOGLOBIN {DECXY) VAINSHTE IN, HARUT YUHYAN 4182
1ECR  GQYTOCHRROME C{RICE} A.CCHT, N . TANAKA 3783 2LH4 LEGHEMOGLOBIN [DECKY) VAINSETEIN, HARUTYUNYAN 4182
2CCY  CYTOCHROMS C{PRIME} B.FINZEL £T AL. ases 1LHS LEGHEMCGLOBIN {FLUGRO MET) VAINSHTEIN, BARUTYUNYAN 492
2CYP CYTOCAROME € PEROXIDASE {YZAST) B.TINIEL,T,.POYLOS, J.KRAUT 0/E5 2LHS LEGHEMOGLOBIN {FLUGRO MET) VAINSHTEIN, BARUT YUNYAN 4/82
2620 CYTQCHROME €2 {OKIDIZIDY C.BEATIA,B.FINZTL, J.KRAUT 11/63 ILH6 LEGHEMOGLOBIN {HICGTINATE MET} VAINSETEIN, HARUTYUNYAN 4492
3026 CYTOCHROME C2 {REDUCED) ©.BERTIA,B.FIHLEL, J.KRAUT 11763 2LA§ LEGAEMOGLOBIN (RICOTINATE MET} VAINSETE 1N, AARUTYUHYAN 4792
iCYl CYTOCHRCME €3 R.HASER, M. FREY, I PAYAY 6/85 1LH? LEGAEMOGLOBIN (FERROC) /HITROSOBENZENE VAINSETEIH, HARUT YUNYAN 4r92
2CDV  CYTOCHROME €3 ({DESULFOVIBRIO VULGARIS}  N.YASUOKA,M.KAXUOC 11783 2LR7 LEGEEMOCLOBIN (FERRD) /HITROSOBENZENE VAINSETE 18, BARUTYURYRY 4/82
1CCS  CYTOCHROME C5{OXIDIZED,AIOTOBACTER WHLD)C.D.STOUT, D,CARTER B/54 2LIM LYSOZYME (BACTERIGPHRAGE T4) L.WEAVER, B .MATTHEHS B/BG
155C CYTOCHROME €550 R, TIMROVICE BST6 1L01 LYSOZYME([T4} MUTANT{T155R,T1571) B.HATTHEWS ET AL. 2/88
351C  CYTOCHROME C551 (QXIDIZED) HATSUURA, TAKANO, DICKIRSON 7741 1102 TLYSOZYME({T4} MUTANT{T15TA} B.HATTHEWS ET AL. 2/28
451C CYTCCHROME C551 [REDUCED} MATSUURA, TAXANO, DICKERSCH  7/91 1L03 LYSOIYME({T4} MUTANT{T157C) B, HNTTHEWS ET AL. 2798
2CPP  CYTOQHRCME P4SOCAM(PSTUDGMONAS PUTIDA} T.POULOS,B.FINZEL,A.HOWARD 4787 R 1L04 LYSOZYME(T4) MUTANT(Ti570) B.MATTHEWS ET AL, 2/88
3DFR  DIRYDROFCLATE REDUCTASE{L. CASEI) J.BOLIN, D-MATTHEMS , J.KARUT 6/82 1105 LYSOZYME(T4) MUTANT{TI57D) B.HATTHENS ET AL. 2798
ADFR  DIEYDROFOLATE REDUCTASE{E. COLI) J.BOLIN, D.MATTHEWS , J. KRAUT 6/82 $L06 LYSOIYME(T4) MUTANT (T157E) B MATTHEWS ET AL. 2798
IANR  DHA (A, 5 {PRIME} -D-IODO-CLGEG=3 (PRIKE) ) 3.CONNER, R.DICKERSON 6782 t10T LYSOZYME(T4) MUTANT(TLS77) B MATTHEWS BT AL. 2/08
2ANA  DMA{A, GGGGCCOC, SYNTAETICH M.MCCALL, T BROWN, O, KENNARD &/85 1L69  LYSOIZYME{74) HUTANT(T157G) B HATTREWS ET AL. 2/e8
SDNA  DHA (A, GOCCCGGGE, SYNTHETIC) 0. BEINEMANH 97 1109  LYSOIZYME (T4} MUTANT [T157H) B.MATTHENS ET Al. 2/88
188K DNA{B, CGCGAATTCGCS, SYNTEETIC, 290 X) H.DREW, R.DICKERSCH 1782 1L1¢ LYSOZYME{T4§} MUTANT[T157I} B ,MATTHEWS ET AL. 2/88
2BNA  DNA{B, CGCGRATICSCG, SYNTAETIC, 16 K} H.DREW, R .D ICKERSOM 11/81 1111 LYSOIYME{T4} MUTANT{T1571} B.MATTHEWS ET AL. 2/88
3BNA  DNA{R, 3-BR-CGCGANTTCGCS, SYNTH, 20 DES C} KOPKA, FRATINT, DICKERSCR 2/92 1212 LYSCIYME{T#) HUTANT (1257} B.MATTHEWS ET AL. 2748
4BRA  DHA{B, 9-BA-CGCGAATTEGGS, YNTH, T DEG ©} KOPKA, FRATINTI, DICKERSCH 2742 1L13  LYSCIYME{T4) MUTANT({T157R) B.MATTAEWS ET AL. 2/88
SBNA  DNA(B, CGCGAATTCGCG, SYNTHETIC) /CISPLATIN WING, BJURA,DREM, DICKERSON 8/83 IL14 LYSOITYME(T4) MUTANT(21575) B.MATTHEWS £T AlL. 2/88
GBNA  DHA(3, 9-BR=CCCGANTTCGCS, SYNTA) JHETROPS INM, XOPKA, R . DICKERSCH ased 1L1S  LYSOZYME(T4) MUTANT(T1S7V) B.HATTHEWS ET AL. zfe8
7BNA  DNA(B, OGCGARTTCRCG, ANISO TEMP TACTCRS)  HOLBROOK, DICKERSCN, KIM 1/RS 1L16 LYSOIYME (T4} MUTANT (G156D) B.MATTHEWS ET AL 2788
BBHA  DNA {CGCGAMTTCGCG, SYNTHTC) JEOECEST 33258 PJURA,GREESKOWIAK,DICKERSN B/86 1LYZ LYSOLYME{HEN EGG-WRITE,SET W2} R.DIAMOND, D.PRILLIES 2/75
1ZHA  DNA{Z{PRIME},CGCG, HIGH-BALT, SYNTHETIC) H.DREW, R.DICKERSCN 1/81 2LYZ LYSOZYME (HEN EGG-WHITE,SET RS5D} R.DIAMCHD, D.FHILLIES 24715
10H4  DNA(-BR~LG-BR-CG-BR-CG, SYNTHIC, 18 DEG C}D.MORAS LT AL. 12/86 JLYZ LYSOZYME(BEN ECG-WHITE,SET RSEGA} R, PIAMCHD, D.PEILLIES 2/75
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2BAz
1pye
1P¥K
1Lar
1RED
SRSA
ERSA
1RK3
TRSA
1RsM
1a88
1RNS
1RKNT
ARX
SRXN
3RNN
2503
?SSI
1sBC
25EQ
iCsE
15BT
2887
25K
151¢
280D
3TLR
4TLH
STIN
TTLN
1TLP
1TER
2T
ATHN
4TMN
STMH

LSRX
1Ton
ITRA
1TR1
17H2
ATHA
ETHA
1TRA
1T
2THA
ATNC
STHC
LRRF
2NRP
Junr
2PTR
1TPO
JETH
3PTH
1TeP

.

LYSOZYME (EEN EGG-WAIZTE,SET RSOA}
LYSOZYME [(EEN EGC-MHITE,SET RSL2A}
LYSOZYME {¥EN ECG-WHITE, 92T R3L6}
LYSO2YME {REN EGG-WHRITE,TRICLIHIC}
LYSOZYME {REN EGG=NHRITE,TRICLIHIC)
LYSOZYME {REN EGG=WHITE, INACTIVATED)

LYSOLYME (HEN, HAM-NAG-NAM SUBSTRATE ONLY)J.KELLY, M.JRMES

LYSQZYME {HEN EGG-WHITE,MONOCLINIC)
LYSOZYME {HEN EGG=WHITE,ORTEORROMBIC)
LYSOZYME (HEN EGG-WHITE,MONOCLINIC)
LYSOZYME (EEN EGG-WAITE,1 ATM)
LYSOZYME (EEN EGG-WAITE, 1000 ATM}
LYSOZYME (RUMAN)

LYSOZYME (TURKEY EGG=KAITE)

L7/L12 505 RIBOSOMAL PROTEIN (C-TERMINAL)M.LEIJORMARCK,A.LILJIAS

MALATE DERYDROGEHASE
HELITTIR

€D, ZH METALLCTAIOHEIN (ISCEORH IT}
MYCGLOBIN {SEAL,MET)

HYCGLOBIN {SPERM WHALE,MET)
MYOGLOBIN (SPERM WRALE, MET)
MYCGLOBIN {SPERM WHALE, DEOXY)
MYOGLOBIN {SPERM HWHALE, DEOXY)
MYOGLOBLN {SPERM WHALE, OXY)
MYOGLOBIN (SPERM WHALE, CO, NEUTRGN)

HANS!
*MYOGLORIN (SPERM HHALE, CARBONMCHXY, 260 K)J.KURIYAN,G.PETSXO

MYOHEMERYTIRRIN

REURCTOXIN B (LATICANDA SEMIFASCIATA)
SCORPICH WEUROTOXIN{VARIANT 3)
SVOMUCOID THIRD DOMAIN {JAFANESE QUAIL}
CYOUUCOID THIAD DOMAIN (SILVER PHERSANT)
DEAMTHO-OXYTOCIN {KET FORM)
DEAMINO-OXYTOCIN (DRY FORMY

AVIAN PANCREATIC POLYPEPTIDE

PAPAIYN (ACE-ALA-ALA-PEE-ALA, CY¥5~25)
PAPATH (CY5 DERIV OF CYS-25)

PAPAIN {OXIDIELED CY¥S 25)

PAPAIN (TO3~LY3, CY¥5-25)

EAPAIN [BZOXY-GLY-PHE-GLY, CY¥S=25)
PAPAIN [BIOXY-PHE~ALK, CYS5-25}

PAPAIR D

PEPSIR {PORCINE)

"PEPRINOCEN (PORCINE)

*PHOSP HOFRUCTOKINASE {E. COL1)-FEP~ADP/MG
*PEOSPHOFRUCTOXINASE {E. COLI}

*PHOSP EOFRUCTOXINASE (B . STEARCTAERMOPRILS ) B LEVANS , P, AUDSON

“PROSPHOFRUCTCKINASE (B. ST.)-FEP-ADP/MG
*?PHOSPHOFRUCTOKINASE (B, $T.) T-STATE
PHOSPHOGLYCERATE KIRASE{YEAST}
PHOSPROGLYCERATE KINASE{RORSE}
PROSPHOGLYCERATE MUTRSE

PHOSPHOLIPASE A2 (BOVINE)
PFROPROSPHOLIPASE A2 {BOVINE}
PROSPHOLIPASE A2 {ROVINE} TRANSAMINATED
PHOSPHOLIFASE A2 (PORCINE)
PHOSPROLIPRSE A2 (CA-FREE, RATTLESNAKE)
*PHOTOSYNTHETIC REACTION CENTER
PLASTOCYAN IN {POPLAR, CU24)

PLASTOCYANIN {FOF LAR, APO)

PLASTOCYANIN {HGZ+ SUBSTITUTED)
PLASTOCYANIH (CROSS-LINKED,CU+1, PH 7.8)
PLASTOCYARIN (CU+L, PR 7.0}

PLASTCCYANIN (CU+L, PR 3.8)

PREALBUMIN {EUMAN, PLASMA}

PROUTEIRASE A (STREPTCMYCES GRISEUS)
PROTEINASE A{STREP,GRISEUS} /CAYMOSTATIH
PROTEINASE B (STREP.GRISZUS}/OMTKY3
PROTEINASE X(TRITIRACHIUM ALBUM LIMBLR)
PROTEIHASE II{RAT MAST CILL)
PSEUDOAZURIN (ALCALIGENES FAECALIS)
“PSEUDCAZURIN {ALCALIGENES FAECALIS)
INORGANIC PYROFHOSEHATASE

FYRUVATE KINASE [CAT)

*LAMBDA REPRESSOR (BACTERIOPHACE LAMHDA)
RHODANESE

RIBCNUCLEASE A {X-RAY+NEUTRON)
RIBONULCEASE A/URIDINE VAHADATE COMPLEX
RIBONUCLEASE A

RIBONUCLEASE A(PHOSPHATE-FREE)

L¥S 7-0ONP-LYS 41 RIBCNUCLEASE A
RISCNUCLEASE B(GLYCOSYLATED)
RIBORUCLEASE §

RIBONUCLEASE T1/GUANYLIC ACID COMPLEX
KUBAEDOXIN (C. PASTEURIRNUM, UNCONSTR REF}
RUBREDOXIR (C, PASTEURIANUM, KRG +XTAL REF)
RUSREDCXIN [DESULFOVIBRIO VULGARLS)
STAPHYLOCOCCAL NUCLEASE

SUBTILISIN INHIBITOR {STREPTOMYCES)
SUBTILISIN CARLSBERG

SUBTILISIN CARLSBERG/EGLIN COMPLEX
SUBTILISIN CARLSBERG/EGLIN COMPLEX
SUSTILISIN BPN(PRIME}

SUBTILISIN HOVO

SUBTILISIN NOVO/CAYMOTRYPSIN INHIBITOR
SUBTILISIN BPN {PRIME}/SSI COMPLEX
SUPEROKIDE DISMUTASE

‘TRERMOLYSIN (NATIVE)

TEERMOLYSIN (L-LEU-NROZ}

THERMOLYSIN | HONE-B ZMALON YL ~A-G~NTROANLD) B, MATTHEWS , M, HOLMES

THERMOLYSIN (CH2CO{N-OR}LEUOCAZ}
*THERMOLYSIN/PAOSPEORAMIDON INABTR QMPLY
*TECRMOLYSINSCLT INHIBITOR COMPLEX
*THERMOLYSIN/PIH INHIBITOR CCMPLEIX
*TEERMOLYSIN/VN IREIBITOR COMPLEX
*TEERMOLYSIN/EFPLA INHIAITOR COMPLEX
“TEERMOLYSIN/ZGPLL INHIBITOR CCMPLEX
“THERMOLYSIN/2GPOLL INHIBITOR COMPLEX
THIOREDOXIN (Z. COLI, CXIDIZED)
‘TOH IN (RAT}

TRANSFER RNA{YERST,ASP}
TRANSFER RMA{YEAST,PHE, P3,P
TRANSFER RNA{YEAST,PHE,PD,PR
TRANSTER RNA(YEAST,PHE)
TRRNSFER RMA (YEAST,PHE)
TRANSFER RNA{YEAST,PAL}
TRIOSE PHOSPHATE [SOMERASE
ALPHA TROPOMYOSTH

TROPCNIN C{CHICKER)

TROPOHIN € {TURKLY)

‘TRP REPRESSOR (TRIGONAL)

TRP REPALSSQR {ORTHORHCHMBIC)
APD~TRF REPRESSOR
TRYPSIN(ORTHORACMBIC, 2.4M (NR4}2504)
TRYPSIN {ORTHORECME IC)

TRAYPSTH (TRIGONAL, 2.4M ({NA4)2504)
TRYPSIN (BENZAMIDINE INHIBITED)
TRYPSIN/P-AMID ING-PHEENYL-PYRUVATE

B T.4)
5.00

R.DIAMOND, DL FHILLIPS 2775
R.DIAMCHD, O PEILLIPS 2/75
R.DIAMCND,D,PEILLIPS 2/75
A, YONATA 517

BODSDON, BROWN, SIEKER, JENSH 4/85
S.OATLEY 8/77

12/79
ARTYMIUK, BLAKE, RICE, NTLSON 6/81
ARTYMIUX, BLAKE, RICE, WILSON 6/81

HOGLE, RAG, SUHBARALINGAY  7/82
<.KUNDROT, F, RICAARDS 5787
< .KUNDROT, F. RICERRDS 5/8%
P ARTYMIUX, C.BLAKE 10/44
R.BOTT, R, SARMA 9/91
9/66

J.BIRKTOFT, L . BANASZAK 3/83
TERWILLIGER, EISENHERG 9/91
€.D.STOUT 10/85
H.3COULOUBE /79
B.WATSON 4173
. TAKANO 9/76
T.TAKANG 9/76
S.PHILLIFS a/81
S,PHILLIPS B/BL
O, NORVELL, SCECENRORN 11/8%
97898

$.SEERIFF, W.HENDRICKSON 4787
D.TSERNOGLOU, & PETSKO g/a0
C.BUGS ET AL. 12/82
E.PAPAMOXOS, R. BUBER 1782
W.BODE, O.EPP 6/85
T.BLUNDELL ET AL. 5/87
T.BLUNDELL IT AL. 5/87
7. BLUNDELL 1781
J,DRENTH 11476
. DRENTH 11/76
1.KAMPAUIS, J.DRENTE 3/86
J.DRENTA 1Lr78
J.DRENTA 11776
J.DREKTH 11476
J.IAHSOKIUS 10/84
H.ANDREEVA ET AL, /78
J.EARTSUCK, 5. AEMINGTON 10/88
¥ .SHIRAKIHARA, ? .EVAKS 1/88
¥ .SHIRAKIHARA, P .EVANS 1/88
1/88

P .EVANS, P . EUDSON 1/88
EVANS, FARRANTS, LAWRENCE L/BE
H. WATSOH /82
F.EVANS, C.BLAXE 9/76
H.MATSOR 4/82
B.DIJKSTRA, J.DRENTH 4781
B.DIJKSTRA,®.ROL, J.DRENTH  6/81
B.DIJKSTRA, J.DRENTH 6/83
B.DIJXSTRA ET AL. 6/93
$,BRUKRIE, P, SIGLER 3/es
J.DEISENHQFER ET AL. 2/88
J.GUS5, H, FREEMAN /80
GARRETT, GUSS, FREEMAN 11/83

CHURCH, GUSS, POTTER, FREEMAN12/E5

J.M.GUSS a/ag
J.M.GUSS 9/86
J.M.GUSS 3/88
5.0ATLEY, C.BLAKE 9417
M. JAHES, A. SIELECKI 1/93
L.DELBAERE, G. BRAYER 4786
A.SIELECXI ET AL. 1/83
C.BETZEL, G.PAL, W.SAENGER 11787
S.REMINGTON, B.MATTHENWS 9/84
PETRATOS, DAUTER, KILSON 6/88
E.ADMAN, K. PETRAATOS 9/BB
E.RARUTYUNYAH ET AL. 2/83
H.MUIREEAD 1/80
C.PADO, M. LEWIS 12/97
. 4oL 12477
A MLCDAKER 4/8%
A NLODRWER 2/86
BORKAXOTI, MOSS, BALMER 10/81
A WLODANER, G.GILLILAND 6738
3.FINZEL ET AL. 8/a5
WILLIAMS, GREENE, MCPHERSCN  9/B7
H.WYCKOFF, T .RICHARDS 4/73
W.SAENGER ET AL, /87
WATENPAUGH, STEXER, JEHSEN  10/84
K. MATENPAUGH 10/84
£, ADMAN, L. STEKER, L. JENSEN 9/90
M.LEGG,F.A.COTTON, E.HAZEN 5/82
Y.MITSUI ET AL. 4/80
D.HEIDHART, G.PETSXG 5/88
C,MCPHALEN .} . JAMES /84
W.BOOE 6738
J.KRAU? /72
J.ORENTH 9/76
C.MCPEALEN, M. JAMES /8B
¥.HMITSUL ET AL. 4784
J.RICHAROSON, D.RICHARDSON 3/80
B.MATTHEWS, M, HOLMES 2482
B.KATTHEWS, M .HOLMES 2/82

2/92
B.MATTHEKS , M, HOLMES 1/83
TRONAUD, HONZINGO, MATTHEERS  6/47T
A HMONZINGO, B.MATTHEHS 687
‘TAONRUD, MCHLINGO, MATTHEWS 6/87
#,HOLDEN, B, MATTHENS 6/41
8 .,MATTHEWS ET AL. 5/87
B.MATTREWS ET AL. 6/87
TRONRUD, HOLDEX, MATTHENS 6/87
B.-0,30DERBERG 5/76
M.FUJINAGA, M. JAMES /87
WESTHOT, DUMAS, MORAS 6/85
DEWAN, BROWN, HINGERTY, KLUG 12/86
J.DEWAN, R. BROWN, A .KLUG 8/86
R.JACK, J.LADNER, A.KLUG 4778
S, ~H.KIM ET AL. 11778
M.SURDARALINGAH ET AL. 5/86
1.HILSON,D .PHILLIFS 9/16
G.PEILLIPS JR,,C.COHEN /8T
M. SUNDARALINGRY 9/97
©.HERZEERG, H. JAMES 5/02
P.SIGLER ET AL. 12/87
P.SIGLER ET AL. 12/87
P.SIGLER ET AL. 12/87
J.WALTER, R .HUBER,W.BODE 10781
W, BODE, J.WALTER, R. HUBER /82
J.HALTER, R BUBER,W,BODE  10/81

W.HODE, P .SCEWAGER, J.WALTER 9/82
J.HALTER, H.BODE, R. HUBER a/az

o
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January 1989
4PTF TRYPSIN (DIP INHIBITED} CHAMBERS, STROUD, I‘JNI:R-HWF.E:I/BB R
INTF MODIFIED BETA TRYZSIN (NEUTRON) A.KOSS IAKCOTE as/8
1TRM TRYPSIN {RAT) MUTANT{D102K} SPRANG, STARDING, FLZTIERICK!D/BT
2TRM TRYPSIN {RAT) WUTANT{D102N}/BENZARMIDINE K.&TROUD, J.FINER-HOORE 4748
4PTI ‘TRYPSIN INHIBITOR{BOVINE,PANCRERS) R.HUBER, J.DEISENHOfER 9/82
SPTI TRYPSIN INRIBITOR{BOVIHE,XRAY+NEUTRON) A.FLODAWER, R .HUBER 10/84
SPTI TRYPSIN INHIBITOR (FORM III, BOVINE) A.RLODAWER 5787
2PTC  TRYPSIN/TRYPSIN INAIBITOR COMPLEX R, HUBER, J.DEISENBOFER 9782
1TPA  TAYPSIN(ANAYDRO) /TRYPSIN INEIBRITOR BUBER, BODE, DEY SEHHOPER 9/82
1SGT TRYPSIN{STREPTOMYCES GRISEUS} R.RIAD, M.JRMES 4788
ITGH TRYPFSINOGEN A.KDSS IAKOEF, R . STROUD 3579
2TGA  TRYFSINOGENM (2, 4M MGSO4) J.HALTER, R AUBER, . BODE 10781
1TGC  TRYPSINOGEN{.5 CHIOH, .5 HOH) J HALTER, R.AUBER,H ,BODE 10/8%
11GT TRYPSINOGEN({173 K, .7 CHIORH,.] HOR} J.MALTER, R ,RUBER, W.BOOE 10/8}
2TGT TRYPSINOGEN(103 K, .7 CH3cH,.3 HoRm} J.HALTER, R,HUBER,H.RO0E 10581
1TGE TRYPSINOGEM (WITH CA, FROM BEG) BODE, FEHLEAMMER, HUBER kFad )
2TGD TRYPSINOGER (DIP-THEIBITED, BOVINE} H.JOHES, R .STROUD 3/86
¢TGP TRYPSINCGER/TRYPSIN INHIBITOR R.HUBER ET AL. 9/82
JTPI TRYPSIKROGEN/TRYPSIN INHIBITOR/ILE-VAL R.AUBER ET AL. 9/82
2TPI TRYPSTNOGEN/PTI/ILE~VAL (MERCURATED} J.MALTER, R.HUBER, N.BODE 10/81
ATPI  TRYPSINOGEN/ARG~15-PTI/VAL~VAL W,BODE, J.WALTER 6/85
1TG5  TRYPSINOGEN/PSTI R.HUBER £T AL. 9/a2
1WSY *TRYPTOPHAN SYNTHASE |5, TYPHIMURIUM) D.DAVIES ET AL. 9/88
1TS1 'TYROSYL TRANSTER RNA SYNTHETASE BEAT, BLOW, BRICK, NYBORS 7/82 A
0BG UBIOUITIN {HUMAN} VIJAY-KUMAR, HUGG, COOK 1/87
IMEV HMENGO VIRUS M.ROSSHANR 2/87
4RHV RAINOVIRUS 14 (HUMAN] L. ARNOLD, M. ROSSMANY 11/87 &
IRS1 RAINOVIRUS/ANTIVIHAL AGENT 15 COMPLEX H.ROSSHANN ET AL, 2/88
IRR1l  RAINCVIRUS/ANTIVIRAL AGENT IR COMPLEX  M.ROSSMAMM ET AL. 2708
1RMZ RHINOVIRUS/ANTIVIRAL AGEKT 2 COMPLEX M.ROSSHMANN ET AL. z/88
1853 RAINOVIRUS/ANTIVIRAL AGENT 15 COMPLEX HM.ROSSMANH ET AL. 2/88
1R04 RHINOVIRUS/ANTIVIRAL AGENT 4 COMPLEX  M.MOSSMAMH ET AL. 2/88
1RSS5 RHINOVIRUS/ANTIVIRAL AGENT 5§ COMPLEX M.RAOSSHANN ET AL. 2/88
1R06 RAINOVIRUS/ANTIVIRAL AGENT 6 COMPLEX HM.RGSSHMANH ET AL. 2788
1RCT RHINDVIAUS/ANTIVIRAL AGENT 7 COMPLEX M.ROSSMANK ET AL. 2/88
STV VIRUS (SATELLITE TOBACCO NECROSIS) T.A.JONES, L. LILJAS 6784
4s3V  VIRYUS COAT PRUTEIN (SQUTHERR BEAN HOSAIC) K, ROSSMANN 4/85
2THV *VIRUS (TOBRCCO MOSAICH G.5TUBBS s/88
278V VIRUS (TOMATO BUSHY STURT) S.BARRISCN 5/84
1XIA  D-XYLOSE ISCMERRSE D.BLOW 2788 A
2XIA D-XYLOSE TSCHERASE {S.AUBIGINQSUS) H.CARRELL 5/88 A
MODEL STRUCTURES
2CIH  CALMODULIN/TRIFLYOPERAZINE MODEL H.STRYNADKA, M. JAMES 2/88
1007 DHA{POL!(BGI-POLY(DC),!YN‘IB,F.TIC] MOOEL  M.MCCALL,T.BROWN,O.KENNARD 5/87
2ZHA  DNA{ZI~1, CGCGCG, SYNTRETIC) MODEL ARICE 2/81
3ZNA  DNA{Z-11,CGCGEG, SYNTARTIC) MODEL A.RICH 2/81
IDNN  OMA{ATCGSCTAMG...) MODEL J.SUSSMAN, E. TR IFOROV 11792
2GAP  CRTABOLITE GENE ACTIVATOR PTN/OMA MODEL I.WEBER,T.STEITZ 3/86 A
11GE  IMMUNOGLOBULIN E(FC FRAGMENT} MODLL E.PADLAM,D.DAVIES 1/85
INFM  AYREL-10 ANTIBODY,FV REGION MODEL € HAINRART 10/87
2EFY  HYHEL-10/LYSOIYME CCOMPLEX HOOEL C.MATNHART 10787
IGF1 INSULIN-LIKE GROWTH FACTOR 1 MCDEL BLUNDELL, BEDARKAR, EUMBEL 12/82
1GFZ  INSULIN-LIKE GROWTH FACTOR 1I HCDEL BLUNDELL, BEDARKAR, HUMBEL 12/8%2
1ML¥ MUREIN LIFOPROTEIN MCOEL ALHCLACHLAN /18
1RLX RELAXIN(CONFOHMATION A UHREFINED) MODEL A.EVANS, A.NORTH /78
2RLX  RELAXIN (CONFORMATION B,UNREFIMED)} MODLL A.LVANS,A.HORTH Yt
JALX RELAXIN{CONFORMNTION A,REFINED} MOBEL A.EVANS, A, NORTH 3/78
ARLX  RELAXIH {CONFORMATION B,REFINED) MODEL  A.EVANS, A.NORTH 3/79
TTHN *THERMOLYSIN SUBSTRATE {TRANSITION} MODEL B.MATTHEWS ET AL. 6/87
1THC TROPOMIN {CA-BINDING COMPINENT) MOOEL R.KRAETSINGER,C.D, BARRY 6/80 A
. HEW OR REPLACEMENT ENTRY 81NCE OCT-8B NENSLETTER
STATUS CODES
HLMK STANDARD ENTRY AVAILABLE FOR DISTRIBUTION
ALPHA CARBON ATOMS ONLY
3 BACKBONE ONLY
R RECENT {i987-1989) REPLACIMENT FOR AN OUT-OF-DATE PARRMETER SET
TABLE 6. COCRDINATE AND STAUCTURE FACTOR ENTRIES IN PREPARATION
09-JAN-89
IDENT DATE/S
CODE MOLECULE DEPOSITORIS) STATUS
JACH *ACONITASE(PIC, INACTIVE) A.ROBBIRS,C.D.5STOUT 12/ P
4ACH *ACONITASE [PIG, ACTIVATED} A.ROBBINS, C.D.STOUT J12/88 F
5KGA,  AGGLUTININM {(WHEAT GLRM, ISOLECTIN 2) C.WRIGHT €/48 RP
GHGA  AGGLUTININ (WHEAT GERM, ISOLECTIN 1) C.WRIGRT 1/88 P
7API  ALPHEA 1-ANTITRYPSIH{MODIFIED, TETRAGONAL) R HUSER ET AL, 9/B8 RP
BAPI ALPRA L-ANTITRYPSIN (MODIFIED, SEXAGONAL} R.HUBER ET AL. 9/B8 AP
9APT  ALPHA 1-ANTITRYPSIN (MODIFIED, TETRAGONAL)R.HUBER ET AL, 9/88 2
2BDS *BDS-I{SEA ANIMONE) {NMR, 42 STRUCTORES) G.M.CLORE, A.GRONENBORN 11/88 F
2CRO *CRO(PHACE 434) S.HARRISOHN ET AL. 12/98 ¥
5CY? CYTOCHAOME € {ALBACORE, REDUCED) T.TAKAND 1/88 RP
SDFR *APO~DIRYDROFOLATE REDUCTASE (E.COLT} J.KRRUT 10/e8 P
SDTR *DLAYDRCFOLATE REDUCTASE (E.CQLI) FNADP J.KRAUT 1¢/e8 P
T0TR *DIHYDRGFOLATE REDUCTASE/FQLATE/NADP J.KRAUT 10/88 P
1DKE *DHA [CGCGFG} A.RICH ET AL. 12/88 ¥
IFD2 *FERREDOKIN MUTANT{CZ0A} C.D.STOUT 12/88 P
1618 GLUTAMINE SYNTRETASE (S.TYPHIMURIUM} D.EISENBERG ET AL. 9/88 ¥
4GPD APO-GLYCERALOEHYDE-~3-?-DEHYDHGNSE {LBSTR) M, ROSSMANY 1/88 P
1GMA GRAMICIDIN A(BASILLUS BREVIS) D.1ANGS 8/88 P
1CCH *HEMOGLOB IN {AL? HA-TERROUS, BETA~COBALTOUS} B, LUIST 1/89 P
1BIR *HIRUDIN {8MR} CLORE, GRONENBORN ET AL. 12/88 F
IF19 *FAB F19.9{MOUSE} R.POLJAK ET AL. 11/88 ¥
JHFM  EYHEL-10 FAB/LYSOZYME COMPLEX E.PADLAN, D.DAVIES 8/68 P
€L0H APO-MA-LACTATE DERYDROGENASE {DOGFISH) H. ROZSHANN 11787 P
1LDH LACTATE DEMYGROGENASE/HADHE/CXAMATE (DOGF) M. ROSSMANN 11/87 p
2LDX LACTATE DERYDROGEMASE({MOUSE TESTES} H. ROSSMANN 11/87 RP
BLOE APC-M4-LACTATE DERYDROGENASE/SITRATE H.ROSSHANH 1/88 p
111¢ *LACTATE DEHYDROGEHASE(L.CASEI) M.BUEHHER, H.HECHT, R. AENSEL11/88 P
1LIV *LEU-ILE-VAL BINDING PROTEIN(E.COLI) J.5ACK,H . 5APER, F.QUIOCHD 1/99 P
1L8P *LEUCINE RINDING PROYEIN (E.COLI} F.QUIOCHO ET AL. 1789 P
1LYD *LYSOZYME(T4 EXPRESSED IR E.COLI) C.ROSE 1/99 ¢
2L32 *LYSOZYME (TURKEY) M. PARSCH S HICT ]
3MDH *MALATE DEHYDROGEMASE [PORCINE} 7. BIRKTOFT, L. BANASZAK i2/88 RP
4MBH  MYCGLOBIN (SPERM WHALE, MET) T. TAXANO 1/B8 R
SHBM MYOGLOBIN [SPERM WHALEZ, DECXY) T, TAXANG 1/88 RP
2P2P *PHOSPHOLIPASE A2 {PORCINE) MUTANT B.DIJHSTRA 1/89 2
{LRD *LAMBDA REPRESSCR/DNA S,JORDAN,C.FABD 10/88 P
IRES *R1-69 N-TERMINUS OF 434 REPRNSSOR E.RARRISON ET AL, 12/68 P
LORL *R3-69(PHAGE 434} /OR1l COMPLEX AGGARWAL, ANDERSON, EARRISON 1/89 P
1RIA RIBOHUCLEASE A/D(PA)4 COMPLEX HCPHERSON, BRAYER, MORRISON 9/B7 W
2RKT RIBONUCLEASE TE/GUANYLw2’, 5 -GUANOSINE U.HEINEMANN ET AL, /88 P
2RUB *RUBISCO(REOODSPIRILLUM RUBRUM) C.-T.BRANDEN 11/88 N
1RUZ  RUBISCO{TOBACCO} D.EISEHBERG ET AL. 9/88 N
1RDG RUBREBOXIN (DESULFOVIBRIO GIGRS) M.FREY,L.SIEKER, F.PAYAR  1/88 ¥
1IAIT *TENDAMISTAT (NMR DATA) K.WUTRRICA ET AL. 1/89 7
RTRA TRANSTER RNA{YEAST ASP,FORM A} E.WESTHOT, P.DUMAS, D.MORAS L1/BT P
JTRA TRANSFER RNA({YEAST ASP, FORM B} E.WLSTHOF, P,DUMAS, D.MCRAS 11/8T P
4TRAR TRANSTER RHA{YEAST PRE,ORTHORECMBIC) E,WESTROT, F.DUMAS, D.MORAS 11/87 ¥
IRIA *RATHOVIRUS 1A M.ROSSMANN ET AL. 12/88 P
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IRMU  RAIROVIAUS MUTANT{{l}Cl39Y} H.ROSSMANN LT AL.

2RMU  RHIROVIRUS MUTANT{{1}V1efL} H.ROSSMANN ET AL,

ZRR1  RHINOVIRUS/ANTIVIRAL ASENT 1R COMPLEX  M,ROSSMANN ET AL,

2RS1 RHIROVIRUS/ANTIVIRAL AGEINT 15 COMPLEX  M.ROS5MANN ET AL,

ZRM2  RHINGVIRUS/AKTIVIRAL AGERT 2 COMPLEX M.ROSSMANN IT AL.

2RE1 RHINGVIRUS/ANTIVIRAL AGENT 35 COMPLEX  M.ROSSMANM ET AL.

2R04  ARINGVIRUS/ANTIVIRAL AGENT 4 COMPLEX M.ROSSHANN ET AL,

ZRS5  RRINGVIRUS/ANTIVIRAL AGENT 55 COMPLEX  M.ADSSMANN ET AL,

2R0G  RHINGVIRUS/ANTIVIRAL AGENT § COMPLEX  M.ROSSMANN ET AL.

2ZR07 RAINCVIRUS/ANTIVIRAL AGENT 7 COMPLEX  M.ROSSMANN ET AL.

1R08 RHINOVIRUS/ANTIVIRAL ASENT 8 COMPLEX  M.ROSSMANN £T AL.

1FVB IMMUNOGLOBULIN FV H1912 MODEL E.KABAT, £, PADLRN

2FVE  IMMUNOGLOBULIN FV B1912 MODEL E.KABAT, E.PADLAY

IFVW IMMUNOGLOBULIN TV HW3129 MODEL E.KABAT, E. PADLAN

2FVW  TMHUNOGLOBULIR FV W3129 MODEL LE.KABAT, E.PADLAR
RSCYTSF  CYTOCEROME C {ALBACORE, REDUCED) T. TAKARG

R4CGPOSF  APO-GLYCERALDEHYDE-3-F=DEEYDRGNSE (LBSTR)M.ROSSMANY

RICCHSF *HEMOGLOBIN (ALPHA-FERROUS, BETA-COBALTOUS)3.LUIST

RIUFMSF  HYBEL-10 TAB/LYSOZYME COMPLEX E.PADLAN,D.DAVIES
RALDHSF  APO-HMA-LACTARTE DLAYDROGENASE/CITRATE M.ROSSMANR

RILDASF  LACTATE DEHYDROGENASE COMPLEXES M.ROSEMANN

RELDHSF  APO-MA-LACTATE DEHYDROGENASE {DOGFISH) M.ROSSMANN

RLLDMSF  LACTATE DEHYDROGERASE/NADH/OXAMATE {DOSF)H.ROSSMANK

RZLDXSF  LACTATE DEZRYDROGENASE{MOUSE TESTES) M. ROSEMANN

RLLLCSF  *LACTATE DEHYDROGENASE{L.CASEI} BUEHNER, BECAT, KENSEL
R2LZ2SF *LYSOZYME (TURKEY) M.PARIONS

RIMDESF *MALATE DEHYDROGENWASE {PCRCINE) J.BIRKTOFT, L. BANAS 2AK
RAHBNSF  MYOGLOBIN{SPERM WHALE,MET} ‘T, TAKANOD

REHMBNSF  MYOGLOBIH{SPERM WHALE, DEOXY) T+ TAKAND

RZRNTSF  RIBCKUCLEASE T1/GUANYL-2*,5’'-GUANOSIHE U.EEINEMANN ET Al.
RIADGSF  RUBREDOXIN (DESULFOVIBRIO GIGAS) FREY,SIEKER, PAYAN
RITARSF TRANEFER RNA {YEAST,ASP,FORM A) WESTHOF, CUMAS, MORAS
RITAASF  TRANSFER RNA{YEAST ASE,FORM B) WESTHOF, DUMAS, MORAS
RIALAST “+RHINOVIRUS 1A M.ROSSHARN ET AL.
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DEAP
aWG1
OHoE
QAr:
OMAR
ORNB
OCPT
ocoI
aces
0ZGP
0GCB
0GCI
oCcH2
a5c1
QCPF
OBNT
QCIA
ochyr
oprs
ODH2
ODN3
0DAC
ODN1
QANE

OANB
0GIC
0ESC
OESE
QEXR
0FDL
OFXI
arx3

0FXx2

114

0GLS

G2

0GOX
OHPT

*  NEW OR REPLACEMENT ENTRY SINCE CCT-88 NEWSLETTER

STATUS CODES

ALPHA CRRBON ATOMS OHLY

BACKANE OHLY

HEW ENTRY AWAITING APPROVAL BY DEPOSITOR
IN PREFARATICH

REPLACEMERT FOR ENTRY I[N TABLE 5
STRAUCTURE FACTORS

TABLE 7. PROTEIN DATA BANK,

10/88
10/88
10/88
10/88
10/88
1o/89
10788
1a/83
10/83
10/88
10/88

a/a8
4/88
4/88
4/88

1/88
1/88
1/a8y9
/88
1788
1s88
11/97
11/87
11/a7
11/88
10788
i2/88
/88
i/es
/88
3788
11787
11787
12/89

BIBLICGRAPHIC ENTRIES (NO COORDINATES)

09-JAN-B9

ACID PROTEINASE {(ENDOTHIA PARASITICA)
MAGGLUTININ (HHEAT GERM, ISOLECTIN 1)
ALPHA-AMYLASE INEIBITOR HOE-467A(STREPTCMYCES TENDAE 4158)
APOFERRITIR (HORSE}

HITOCHCNDRIAL ASPARTATE AMINOTRANSFERASE
BARHASE (BACTLLUS AMYLOLIQUEFACIENS})
CALCIUM-BINDING PARVALEUMIN — TERBIUM CCMPLEX
CALOTROPIN DI {CALOTROPIS GIGANTEA)
CARBOXYPEPTIDASE A[ALPHA}/GLYCYL-L-TYROSINE (-9 DEGREES €)
O-ALANYL-D-ALAMINE PEPTIDASE{ZIN2+ G PEPTIDASE)
GAMMA-CHYMOTRYPS IN/ 3-RENZ YL ~6-CHLORO-2~PYRONE
GAMMA-CHYMOTRYPSIN - IHNACTIVATOR COMPLEX
CONCANAVALIN A(DEMETALLIZED)

CYTOCHROME €355 {CBLORGBIUM TAICSULFATOPAILUM)
CYTOCHROME P450CAM (5UBSTRATE-FREL}
DEOXYRIBOHUCLEASE I{DNASE I}

DES-ARGT7-C3A ANAPHYLATOXIN

DIHYDROFOLATE REDUCTASE (CHICKEN LIVER)

R67 DIHYDAOFOLATE REDUCTASE (ESCHERICHIA COLI}
DNA {CGCAAATTCGOG, SYNTHETIC)

DA (CGCCARTTAGCG, SYNTRETIC)

DRA(GCGTACGC, SYNTHETIC) COMPLEX WITE TRIOSTIN
DHA (CGGGTCCE, SYNTEETIC)

DHA (GGTATACC}

DA (GG+UA+UACCY

DA [A, GGGCCTCS, SYNTHETIC)H

ELASTASE COMPLEX WITH THO MOLECULES OF ACE-ALA-PRO-ALA
ELASTASE COMPLEX{PIG}

EXOTOXIH A [PSEUDCMONAS ALRUGINGSA}

FAB(1GG D1,3) COMPLEX WITH LYSOIYME

FERREDOXIN I{APHANOTHEECE SACRUM)

FLAVODOXIN (OXIDIZED, ANACYSTIS NIDULANS)
FLAVODOXIN (RECUCED, CLOSTRIDIUM MP}
P-GRLACTOSE-BINDING PROTEIN [ESCEERICAIA COLI}
GLUTAMINE SYNTHEETASE (SALMONELLA TYPATIMURIUM)

D-GLYCERALDEHYDE 3-PHOSPHATE DERYDROGENASE {BACILLUS STEARCTRERMOPRILUS}

GLYCOLATE OXIDASE({SPINACH)
BEMOCYAR IN {PANULIRUS INTERRUPTUS)

NBEBERERE

LERL]

January 1989

00CH HEMOGLOBIR (COBALT, DEOXY)

QHBS  HEMOGLOBINW (GLYCERA CIBRANCRIATA}

OHBT HEMOGLOBINW(T STATE, AUMAN}

OAUT IMMUNOGLOBULIN, BENCE-JORES FAAGMENT (KAPPA) AU
CROY  IMMUNOGLOBULIN, BENCE-JONES FRAGMENT (V-MONGMER, KAPPA} ROY
016Gl IMMUNOSLOBULIN G1 (KAPPA) DOB

QIN4 INSULIN {HUMAN)

CINL INHSULIN{PORCINE)

CINZ THSULIN (PORCINE)

GIN3 DESPENTAPEPTIDE INSULIN(BEEF)

CGLM  LYSOZYME (EMBDEN GOOSE)

OLZ5 LYSOZYHE (REH IGG-WHITE,NEUTR(H S$TUDY)

OLZE LYSOIYME (HEN £GG-WHLTE,DEUTERATED ETHANOL}
OL2T LYSO2YME (HEN EGG-WHITE, H1GH-TEMPEZRAATURE}

CLZ6 LYSOZYME {STREPTOMYCES ERYTHRALUS)

CTEL LYSOIYME(TORTQISE EGG-WHITE)

C0BZM BETA2-MICROSLOBULIN

CHMD MITOCHONDAIAL MALATE DEEYDROGENASE{PORCIME}
CHBA MYOGLOUBIN {APLYSTIA LIMACIRNA)

CMBM  MYOGLOBIN (SFLRM WHALE,MET,TEMPERATURE STUDIES)
0MH3 HYOGLOBIN{SPERM WHALE,MET,NEUTRON STUDY)

CPGL PHOSPACGLUCOMUTASE (RABBIT)

CPPA  PROSPHORYLASE A({RAHBIT}

QPB1 PHOSPHORYLASE B {RABBIT}

CCFC  C-PHYCOCYANIN (AGMENELLUM QUADRUPLICATUM)

02F1 PROTHRCMHIN FRAGMENT 1 (BOVINE)

ORX5 RELAXIN{PORCINE} HOOEL

ORSA RIBOHUCLEASE A{BGVINE)

ORIA RIBONUCLEASE A[BOVINE) COMPLEX WITH DNA [ARAR}
ORBES RIBONUCLEASE (BOVINE SEMINAL}

ORBI RIBSHUCLEASE B {RINASE)

ORST RIBCHUCLEASE $T (STREPTOMYCES ERYTHREUS)

0SBP SULFATE-BINDING PROTEIR

0SDZ  FE-SUPEROXIDE DISMUTASE [ESCEERICHIA COLI}

0SDF FE-SUPEROXIDE DISMUTASE (FSEUDOMONAS OVALIS)
0SDM  MN-SUPEROXIDE DISMUTASE (TEERMUS THERMOPHILUS)
OTHI THAUMATIN

OTLL  THERMOLYSIN (HACILLUS THERMOPROTEGLYTICUS) COMPLEX WITH P-LEU-NHZ
0TT4 THICREDOXIN [BACTERIOPHAGE T4)

OFMT INITIATOR TRANSFER RNAAE, COLI,F/MET}

OTAl TRANSFER RNA{YEAST, ASE,A FORM)

OTR1 TRANSFER R¥A[YEAST, Pz}

OMTS METHIONYL TAANSFER RHA SYNTALTASE

OTMD TRIMETEYLAMINE DERYDROGENASE

O¥PI TRIOSE PHOSPHATE ISCMERASE{SACCHAROMYCES CEREVISIAE)
QUIG  UTLROGLOBIN [RABBIT)

OQADZ ADEROVIRUS TYPE 2 HEXOM(ADZ)

PLV  VIRUS (FOL1O, EUMAN}

* HEW OR REPLACEMENT ENTRY SINCE CCT-B8 NEWSLETTER

TABLE 8. CORRECTIONS TO COORDINATE ENTAIES AND PROGRAMS

09-JAN-89
CORRECTIONS TO ENTRIES MAY BE OETAINED IN ONE OF THO WAYS -
A. ORDER CORR24FI1. TRLRE IS NO CHARGE FCR THIS MICROFICHE
WRICE CONTAINS A LISTING QF RLL CORRECTIONS APPLIED IN
THE LAST TEREE MONTHS.
5. ORDER A NEW COPY OF DATAPRTP.
THE FOLLOWIRG DATA SCTS HAVE HAD CORMECTIONS APPLIED. PLEASE CONSULT

A COPY OF THE PROTEIN DATA BANK ATOMIC COORDINATE AND BIALIGGRAFEIC
ENTRY FORMAT DESCRIPTION TQR A FULL DESCRIPTICN OF REYDAT RECORDS.

REVDAT 4 09-JAN-8% 1MBSC 1 BET

REVDAT 4 09-JAH-B9 2SGAC 3 REMARK FORMDL HETATM
REVYDAT 5 09=-JAN-B% 356D 3 REMARK FORMUL HETATM
REVDAT 3 09~JRN-8B9 ZAZAB 1 JRKL

REVDAT 4 09-JAN-89 3RP2C 1 JRNL

REVDAT 2 09-JAN-99 3BCLA 3 SEQRES BETATM
REVDAT 2 Q9-JAR-89 1CBPA 1 SEQRES

REVDAT 2 09-JAN-89 3CLNA 1 JRRL

REVDAT 3 C9-JAN-BS 1ENLE 1 SEQRES

REVOAT 3 09-JAN-B9 JESTB 1 REMARK

REVDAT 2 05-JAN=-89 1ETUA 1 SEQRES

REVDAT 2 09-JAH-99 4FDIA 3 HETATM CONECT
REVDAT 2  05-JAN-39 1EFMA 1 CRYST1

REVDAT 2 09-JAN-89 2HFMA 1 CRYSTL

REVDAT 2 {3-JAN-BY 5THCA 1 JRNL SEQRES

THE FOLLOWING DATA SETS HAVE BEEN REPLACED

OLD MEW
ENTRY ENTRY

HONE
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BROOKHAVEN ORDER FORM (Please include a self-addressed label)

1. Name

Address

2, Documentation desired (no charge).

() Introduction to The Protein Data Bank (April 1988)
() Latest Newsletter
()

Date

Telephone
Electronic Mail

Atomic Coordinate and Bibliographic Entry Format Description

L W e W W Y
e i

3. Please send the following magnetic tape items (from Table 1).

DATAPRTP (coordinate tape)

VAX/VMS BACKUP
VAX/VMS COPY
Unlabelled ASCII
Unlabelled EBCDIC

PDBPGMTP
VAX/VMS COPY

NONSTITP
Unlabelled ASCII
Unlabelled EBCDIC

NONST2TP
Unlabelled ASCII
Unlabelled EBCDIC

NONST3TP
Unlabelled ASCII
Unlabelled EBCDIC

NONST4TP
Unlabelled ASCIT
Unlabelled EBCDIC

NONSTSTP
Unlabelled ASCII
Unlabelled EBCDIC

NONSTETP
Unlabelled ASCII
Unlabelled EBCDIC

NONST7TP
Unlabelled ASCII
Unlabelled EBCDIC

for DATAPRTP and DATAPRFI (January 1985)
Current DATAPRTP Directory
Sources of Visual Aids for Macromolecular Structure (J anuary 1989)
Non-Standard Entries (Structure Factors) Format Description
Data Deposition Form

6250 cpi
() $288
() $28%
() $288
() %288
() $288
() $288
() %288
() 5288
() 5288
() $288
() $288
() $288
() $288
() $288
() $288
() $288
() $288
{ ) $288
() $288

1600 cpi

L Yam Voo N

N
e

e Yain )
o

NS
N

$367
$367
$367
$367

$288

$288
$288

$288
$288

$288
$288

$288
$288

$288
5288

5288
$288

$288
$288

Page7

TKS50

() $312
() $312

() $312

Cost:

Special order items (described in Table 1): Please inquire at Brookhaven for availability and price.

YEARSRTP
PARTS9TP
BENDERTP

CONECTTP
DGPLOTTP
DIHDRLTP

DSTNCETP
FISIPLTP
PHIPSITP

{Continued)
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4. Foreign air mail postage for tape items listed in 3 above mailed from Brookhaven to destinations
outside the U.S. and Canada. A postage surcharge of $19 is required per item.

Number of items x $19 =

5. Please send the following microfiche items (from Table 2). Each microfiche itern costs $310,
postage included. Correction fiche are free.

Items: Cost:

6. Please send the following printed listings. Each listing costs $82, postage included.

“Ident Code(s) (From Table 5); Cost;

7. Totalcharges - All prices are expected to be valid through September 30, 1989,
After that dafe please confirm prices,

Magnetic tape charges (3 above)

Foreign air mail postage charges (4 above)

Microfiche charges (5 above)

Printed listing charges (6 above)

Bank charge
No charge for checks drawn in U.S. dollars on
U.S. bank, otherwise $10

TOTAL COST:
METHOD OF PAYMENT:

Brookhaven requires that either a written purchage order or check pavable to
' BROOKHAVEN NATIQONAL LABORATQRY

be received before service is provided. Order forms and purchase orders maybe sent by
facsimile to (United States) 516-282-5815. The original order forms and purchase orders
should also be sent to Brookhaven by mail.

{ Jcheck is{ )enclosed
( ) purchase order number ( ) sent separately

Please return ORDER FORM to

BROOKHAVEN NATIONAL LABORATORY
Chemistry Department - Bldg, 555
Ms. F. C. Bernstein
Upton, New York 11973 USA
(516-282-4382)

Itis advisable to send a photocopy of this order form directly to Brookhaven; experience shows that
purchasing departments often do not forward this form with the order.



